Table EV3. Oligonucleotides used in this study
A. Oligonucleotides used for plasmid and strain construction

Resource Sequence Use

F-vector pET15b | CTCGAGGATCCGGCTGCTAAC PET15b-FLAG-minD
construction (vector)

pET15b-FLAG-minD
construction (vector)
TATGGAGAATCTTTACTTTCAGGGGa  pET15b-FLAG-minD

R-vector pET15b CCCCTGAAAGTAAAGATTCTCC

F-insert tgGCACGCATTATTGTTG construction (insert)
R-insert GGCTTTGTTAGCAGCCGGATCCTCG | pET15b-FLAG-minD
AGttaTCCTCCGAACAAGCGTTTG construction (insert)
F-Pstl-minD CAACTGCAGCCGCTGCACGCATTATT KT25-minD construction
PKT25 GTTGTTACTTCG P
. GTGGGATCCttaTCCTCCGAACAAGC . .
R-BamHI minD GTTTGAGG pKT25-minD construction
pUT18C- rne3786%% and
Detl CAACTGCAGCGCTGCTGCTCATATTT L 378-650
F-Pstl-rne pUT18C CTCGCTTTGGCC pUT18C- rne AA

construction

pUT18C- re3"8% and
R-BamHI rne GTGGGATCCttaCTGCTGACGGCTCTC DUT18C- red™659A A

ACG .

construction
pKT25-minD point mutations
construction (vector)
pKT25-minD point mutations
construction (vector)

F-pkT25(EcoRlI) ctaagaattcggccgtcg

R-pkT25(Kpnl) TTACTTAGGTACCCGGGG

F- 26bp(Kpnl)- CGACTCTAGAGGATCCCCGGGTACC | pKT25-minD point mutations
minD TGCTGCACGC construction (insert)
R-minD- pKT25-minD point mutations

25bp(EcoRI) acgttgtaaaacgacggccgaattcttaTCCTCCG

F-L194Rnew

construction (insert)
Iphos/ICGTAGCATGGAAGATGTGCTG | pKT25-minDM%R

G construction
R-L194R CATGTCACCTCTGCTTACG PKT25-minD*#
construction
F-MinD GATCCCTTTTTAACAAGGAATTTCTC MG1655_AmimD
ACGTCTTGAGCGATTGTG construction
R-MinD GAAAGAAATCGAGTAATGCCATAAC MGl655_AmimD
ATATCCTCCTTAGTTCCTATT construction

B. Oligonucleotides used for real time PCR

Resource Sequence Source

F-165 CGTGTTGTGAAATGTTGGGTTAA g?ag%f)ory; Yakhnin; Mercante et



R-16S

F-cheA
R-cheA

F-gadE

R-gadE

F-motA
R-motA
F-adhE
R-adhE
F-fabB
R-fabB

F-gyrA

R-gyrA

F-9S
R-9S
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