Table EV1. Sequences of the synthesized oligonucleotides, corresponding to Fig. 6A.
	Name
	Sequence

	K12 Head F
	5’-TTAAAGCTTCCATGGAGGAACGTGGGTCTC-3’

	K12 Head R
	5’-ATATATGTCGACGGTGGCTTTACTCCAGGG-3’

	K12 Stalk F
	5’-TTGTCTCGAGCCATGGCGCAGCAAGTAGAGAACGAGTTG-3’

	K12 Stalk R
	5’-TAATGTCGACAAAAGGAGGCGCCTCTCCAG-3’

	K12 PRD F
	5’-TTTTCTCGAGCCATGGCGCCCCTTCCCCAGCAGG-3’

	K12 PRD R
	5’-ATTTGTCGACAATGGGGGCTTGGCAGAGC-3’

	K12 Tail F
	5’-TTTTCTCGAGCCATGGCGTCGGCTTGTCCCCTTCC-3’

	K12 Tail R
	5’-ATGTCGACAAACAAGAAGAGAGAGGCCTTGG-3’

	N-BAM-ATG
	5’-ACTGGATCCATGGGACCCCTTCCCCAGCAGG-3’

	C-BAM-NoStop
	5’-ACTGGATCCTGGGGGCTTGGCAGAGCCTG-3’

	Mut1-1
	5’-CAGGCAACCGTGAGTGTGACCCCACGG-3’

	Mut1-2
	5’-CCGTGGGGTCACACTCACGGTTCCTGCC-3’

	Mut2-1
	5’-GCGGATCACCACCTGACCACAGGGTCCCA-3’

	Mut2-2
	5’-TGGGACCCTGTGGTCAGGTGGTGATCCGC-3’

	Clinical-Mut-seq
	5’-GCCAATAGCATCAACCGCAG-3’

	ACC-GFP-F
	5’-ACTGAGCTCCATGGATGAACCATCTCCCTTGG-3’

	ACC-GFP-R
	5’-ACTCCCGGGACGTGGAAGGGGAAT CCATTG-3’

	GFP-ACC-F
	5’-ACTGAGCTCAAATGGATGAACCATCTCCCTTGG-3’

	GFP-ACC-R
	5’-ACTCCCGGGTCACGTGGAAGGGGA ATCCATTG-3’

	ACC1-qpcr-F
	5’-TCCACTTGGCTGAGCGATTG-3’

	ACC1-qpcr-R
	5’-CAAGTCAGCAAACTGCACGG-3’

	PC-GFP-F
	5’-ACTGAATTCAATGCTGAAGTTCCGAACAGT-3’

	PC-GFP-R
	5’-ACTGGATCCTCATCACTCGATCTCCAGGATGAG-3’

	GFP-PC-F
	5’-ACTGAATTCCATGGTGAAGTTCCGAACAG-3’

	GFP-PC-R
	5’-ACTGGATCCTCGATCTCCAGGATGAG-3’

	PC-qpcr-F
	5’-CCAGAGGCAGGTCTTCTTTG-3′

	PC-qpcr-R
	5’-GGCCCTTCACGTCCTTTAG-3

	KIF12-qpcr-F
	5’-GACCAAATGGACTGCAAGGC-3’

	KIF12-qpcr-R
	5’-CCAGGTCTCGGCTATTCTGC-3’

	GAPDH-qpcr-F
	5’-CCCACTCCTCCACCTTTGAC-3’

	GAPDH-qpcr-R
	5’-CCAGGTCTCGGCTATTCTGC-3’




Table  EV1 .  Sequences of the synthesized oligonucleotides , corresponding to  Fig.  6 A .  

Name  Sequence  

K12  Head F  5’ - TTAAAGCTTCCATGGAGGAACGTGGGTCTC - 3’  

K12 Head R  5’ - ATATATGTCGACGGTGGCTTTACTCCAGGG - 3’  

K12 Stalk F  5’ - TTGTCTCGAGCCATGGCGCAGCAAGTAGAGAACGAGTTG - 3’  

K12 Stalk R  5’ - TAATGTCGACAAAAGGAGGCGCCTCTCCAG - 3’  

K12 PRD F  5’ - TTTTCTCGAGCCATGGCGCCCCTTCCCCAGCAGG - 3’  

K12 PRD R  5’ - ATTTGTCGACAATGGGGGCTTGGCAGAGC - 3’  

K12 Tail F  5’ - TTTTCTCGAGCCATGGCGTCGGCTTGTCCCCTTCC - 3’  

K12 Tail R  5’ - ATGTCGACAAACAAGAAGAGAGAGGCCTTGG - 3’  

N - BAM - ATG  5’ - ACTGGATCCATGGGACCCCTTCCCCAGCAGG - 3’  

C - BAM - NoStop  5’ - ACTGGATCCTGGGGGCTTGGCAGAGCCTG - 3’  

Mut1 - 1  5’ - CAGGCAACCGTGAGTGTGACCCCACGG - 3’  

Mut1 - 2  5’ - CCGTGGGGTCACACTCACGGTTCCTGCC - 3’  

Mut2 - 1  5’ - GCGGATCACCACCTGACCACAGGGTCCCA - 3’  

Mut2 - 2  5’ - TGGGACCCTGTGGTCAGGTGGTGATCCGC - 3’  

Clinical - Mut - seq  5’ - GCCAATAGCATCAACCGCAG - 3’  

ACC - GFP - F  5’ - ACTGAGCTCCATGGATGAACCATCTCCCTTGG - 3’  

ACC - GFP - R  5’ - ACTCCCGGGACGTGGAAGGGGAAT CCATTG - 3’  

GFP - ACC - F  5’ - ACTGAGCTCAAATGGATGAACCATCTCCCTTGG - 3’  

GFP - ACC - R  5’ - ACTCCCGGGTCACGTGGAAGGGGA ATCCATTG - 3’  

ACC1 - qpcr - F  5’ - TCCACTTGGCTGAGCGATTG - 3’  

ACC1 - qpcr - R  5’ - CAAGTCAGCAAACTGCACGG - 3’  

PC - GFP - F  5’ - ACTGAATTCAATGCTGAAGTTCCGAACAGT - 3’  

PC - GFP - R  5’ - ACTGGATCCTCATCACTCGATCTCCAGGATGAG - 3’  

GFP - PC - F  5’ - ACTGAATTCCATGGTGAAGTTCCGAACAG - 3’  

GFP - PC - R  5’ - ACTGGATCCTCGATCTCCAGGATGAG - 3’  

PC - qpcr - F  5’ - CCAGAGGCAGGTCTTCTTTG - 3′  

PC - qpcr - R  5’ - GGCCCTTCACGTCCTTTAG - 3  

KIF12 - qpcr - F  5 ’ - GACCAAATGGACTGCAAGGC - 3 ’  

KIF12 - qpcr - R  5 ’ - CCAGGTCTCGGCTATTCTGC - 3 ’  

GAPDH - qpcr - F  5 ’ - CCCACTCCTCCACCTTTGAC - 3 ’  

GAPDH - qpcr - R  5 ’ - CCAGGTCTCGGCTATTCTGC - 3 ’  

 

