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Appendix Figure S1
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jNelo.cA8c rlecA8rrec TECAGCCOGACTT®AGCeleA ABC TEA @ TGleGAINel8 T TCGACCA TTCE
Gi A NATTC ACIGAGACCHINTECACCGINT TCiRSENNTH G2 AWGCINCCINGT
ecieecle - clecciech¥caccy ACGAGACCETECACCGHY GCCpy- (eI - [eleCleh\C (eleicole|C el
fouge T GGACKGARACINA AR ABC A BUNSUN T TR ABC A GACIGGINGAGT THGGEGARA ABINGEA A GA A iKNehs
fNe'C TGGACEGABACEAL M cA AGCCE CAGACOGGEGAGT T@GCEGA M clechvXeN\crGC
ATHRC T/8A AINC CRYA T C AL CelNR AABT ThMNGC A TINGT GCABAAGACINCCCINTECARATGAAMGGCA
AT@CTEANSCCOATCAACINSA TECCEAAST T@NeCATOCTGCABAAGACECCCETECABATCAABGGCA
TCGARGAGGAIMNGUNG AINGA GC CHMNT €C TGRS CINTRGT! AYRINOBNG A GCAGGGINGAGGC]
TCCABGAGGAMNESCAEGAGC T clecclec ecerBcTECCEcArNeeGAGCAGCGEGAGGT
e WCGCATCAGCGTGATCAGCACIGGCCCCACEC TN ©NClECAGIKIGTI8C TG
CINIC ®CGCATCAGCGTGATCAGCACEGGCCCCACECTIE cieleccleccec GCleiGieile
AACCTGATGACHCACIRGNGTINAACCANGGICAGAACATICACCGHAAGACHACHGCENECACKCGIAAAG]
AACCTGATGACECACINSCTIEAACCABGCECAGAACATCACCGEAAGACHACEGCENECACHCCEARAG]
I@INC T GGCCCCCAGGCIAACITGACIGABC TGGARA ATTC T ITcTON TN NS TEe
lelelc TCGCCCC@CAGGCEAACETGACHGABCTGGABA TIET AlXdscdecliele T ElXelsic ~BcArBACEGG
CINTGGARR WGARGARATIA A CGANGARGACHTEAAGGAGTGC T TINT TINGANGAIA TGGAGAGCATR
COTGGABATEACEGABGABATEAACGABGABGACETEAAGGAGTGCT T TEGASGABA TGGAGAGCATS
CCBGCIGTGACIACITGGAACACINTACCTHN ARNA TINACIGTI®CACAAGAGCHTHA c
CCOGCOGTGACEACTGGAACACHTACCTECGETASATACOGTECACAAGAGCETHAT
SCETRGTRAT C GTGCTGTGGCT@C TIGGIAACAC
GTEAT ‘ GTGCTGTGGCTECTIEGCEAACAC
v CiNC TiNC ARG A CAABGGleR AlA GiNA CINC AR GRWAGINA AINA A CAGC T ANGCING TGATIATCACCAGCACC
ecclecTiecrB8cacarBccerrErcErCcABACHecHA A BAACACCTANGCOGTGAT®ATCACCAGCACC
AGHMNGE T AU T AWGT GT TITACATINT
AGOINE® T ASTASGTGTT®TACATET
C ACHNC THEA iNeler Al iR TR C ACCACAANA TGITEC AIKINGUNG THC T
G C ACECTEA c Gcﬂa ATETECACCACAABATGETECAUNISGTECT
T/eI TGN TC ®AACACERTGAA WG G/EA TH{C THNA 2 jy ieC A ARGCANA
ecrBcCleccierTCINeen eracaceercarBccEccEccEATECTEA A HecH lecAABGAEATS
BN GGANGACCTIRC TGCCNC TIACCAT ( ;
A TleTGGABGACCTECTGCCOCTEACCAT 2
CcaBcccT AT
ca AT
WCECCET~ CARACCiNe ABRCTeAABCANCTGGABINEINGA CINET
2| cABACCINed A Gﬂ CABCTGGAGINESGA cleciXecielec
ATHNTTCACHNC ANC THRG THYA WTEA 2 TGGACHEC TIC GIGCCTTCGGICGIECAGCCMTACT
AT@TTCACCABCTEGTEACOAGCET EE ®CTETGGACECT[ECCEGCCTTCGCECCOCAGCCTACT
TIWGARACICTGTTCCACAABGCINC TGAAMNTEC AIA CINGCCAACTGGT TCITGTACCT GReINACIC
TeCABACECTGTTCCACAABGCOCTGAAGSTECABACEGCCAACTGGTTCOTGTACCTGINGSACEC

TINNGCATIMNT
TCATOINECATG®T

A A A IGGEYA
ACSACE®GGEGA Clex GeCeCTECGE
ANGTGGABAGCINTGATGCCLYNGING T GAGCCCRIGT®T TINAAGT TCAT|
ABGTGGABAGCOTGATGCCONGOCT GAGCCCOGTET TMAAGT TCAT)



CFTR
CFTR-OPT

CFTR
CFTR-OPT

CFTR
CFTR-OPT

CFTR
CFTR-OPT

CFTR
CFTR-OPT

CFTR
CFTR-OPT

CFTR
CFTR-OPT

CFTR
CFTR-OPT

CFTR
CFTR-OPT

CFTR
CFTR-OPT

CFTR
CFTR-OPT

CFTR
CFTR-OPT

CFTR
CFTR-OPT

CFTR
CFTR-OPT

TA1l
7A11-OPT

TA11
7A11-OPT

TA11
7TA11-OPT

TA11
7A11-OPT

TA11
7A11-OPT

TA11
7TA11-OPT

TA11
7TA11-0OPT

TA11
7A11-OPT

TA11
7A11-OPT

TA11
7TA11-OPT

TA11
7TA11-OPT

3501
3501

3571
3571

3641
3641

3711
3711

3781
3781

3851
3851

3921
3921

3991
3991

4061
4061

4131
4131

4201
4201

4271
4271

4341
4341

4411
4411

141
141

211
211

281
281

351
351

421
421

491
491

561
561

631
631

701
701

BGACATGCCIACKGARGGINAABCCINACCAAGHK AABCCITACAAGAARGGCCARNC TiehNele: A B G TH
ecrcaTcecErcecalcceanBecenccanci¥denccarBccTACAAGAABGGCCA CTGAGCEE GT(e
ATGATNA TINGAGAAIMNINCACGTGAAGAABNGAIGACATCTGGCCCIRSINGGEGGCCANATGACHGTIALRG]
ATGAT@ATEGAGAAGNESCACGTGAAGAABGASGACATCTGGCCCINESGCOGGCCA ATGACCGTGEQ €
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CTGAACACHGA ABATCCAGATCGANGGINGT GIRSINT GGG A NN T GCARCAGTGGAGER
CTGAACACEGABGGEGABATCCAGATCGABGGS efoTCCGR@Nelen Tion o8 TGCABCAGTCGRCEA
AAGCCTTINGGGTGATICCIACAGAANG THT THNA TINT TN WAGHA 7BA A CITGGANCCCTA
E GCCTTEGCEGTGATECCECAGAABGTET TOATET T@Nelo e o TeceArBAACRTCGABCCCTE
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Legend to Appendix Figure S1.

Sequence alignment of native and codon-optimized CFTR (A) and SLC7A11 (B). Segments encoding
for TM regions are marked in orange.
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