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Appendix Table S1 
Name Sequence (5’-3’) Target Reference 
HDV-Ferns-
F 

GCGCCGGCYGGGCAAC  

Total 
HDV 
RNA 

(Ferns et 
al, 2012) 

 
HDV-Ferns-
R 

TTCCTCTTCGGGTCGGCATG 

HDV-Ferns-
Probe 

FAM-CGCGGTCCGACCTGGGCATCCG-
BHQ1 

Tag1-G-RT 
Taylor 

TCTCCCCAGAGTTGTCGACCCCAGTGAATA
AAGCGGGTTTCCACTCACAG HDV G  

Tag1-G-F 
Taylor 

GATTCCTCCCTCTGAGTGCTACT HDV G  

Tag2-AG-
RT Taylor 

TTCTTCTTTGTCTTCCGGAGGTCTCTCTCG
AGTTCCTCTAACTTCTTTCTTCC HDV AG  

Tag2-AG-F 
Taylor 

AGAGGGGACGAGTGAGGCTTATC HDV AG  

AG-R-1 GTCCAGCAGTCTCCTCTTTACAG 
HDV AG 

(Harichan
dran et al, 
2019) 

HDV (951-
970)-F 

TATTCACTGGGGTCGACAAC Total 
HDV 
RNA 

(Verrier et 
al, 2022) 

HDV (1082-
1101)-R 

CTTCGTCCCCAATCTGCAG Total 
HDV 
RNA 

HDV-
Probe-Non-
Edited 

FAM-
CCTATGGAAATCCCTGGTTTCCCCTGATG-
BHQ1 

Total 
HDV 
RNA 

HDV-
Probe-
Edited 

HEX-
CCCATGGAAATCCCTGGTTTCCCCTGATG-
BHQ1 

Total 
HDV 
RNA 

RPS11-F GCCGAGACTATCTGCACTAC RPS11 (Dao Thi 
et al, 
2020) 

RPS11-R ATGTCCAGCCTCAGAACTTC 
NTCP-F AAGGACAAGGTGCCCTATAAAGG NTCP NTCP-R TTGAGGACGATCCCTATGGTG 
AFP-F TGGGACCCGAACTTTCCA AFP AFP-R GGCCACATCCAGGACTAGTTTC 
ALB-F GGTGTTGATTGCCTTTGCTC ALB ALB-R CCCTTCATCCCGAAGTTCAT 
CAV1-F GCGACCCTAAACACCTCAAC CAV1 (Spandido

s et al, 
2009) 

CAV1-R ATGCCGTCAAAACTGTGTGTC 
CAV2-F AAGACCTGCCTAATGGTTCTGC CAV2 CAV2-R CTCGTACACAATGGAGCAATGAT 
EGFR-F AGGCACGAGTAACAAGCTCAC EGFR EGFR-R ATGAGGACATAACCAGCCACC 
LAMP1-F TCTCAGTGAACTACGACACCA LAMP1 LAMP1-R AGTGTATGTCCTCTTCCAAAAGC 
SCARB1-F CCTATCCCCTTCTATCTCTCCG SCARB1 SCARB1-R GGATGTTGGGCATGACGATGT 
SCARB2-F AGATGGAGATTCTTTTCACCCAC SCARB2 SCARB2-R CAGGAACTTTATACCGAAAGGCA 
ITGA2-F CCTACAATGTTGGTCTCCCAGA ITGα1 ITGA2-R AGTAACCAGTTGCCTTTTGGATT 
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ITGB1-F CCTACTTCTGCACGATGTGATG ITGβ1 ITGB1-R CCTTTGCTACGGTTGGTTACATT 
LDLR-F TCTGCAACATGGCTAGAGACT LDLR LDLR-R TCCAAGCATTCGTTGGTCCC 
SDC2-F AAATGGACCCAGCCGAAGAG SDC2  
SDC2-R TGGTTTGCGTTCTCCAAGGT  
GPC5-F AGACGCTTGCCAACAGAAGA GPC5  
GPC5-R CCATTTCCAACCACACGCTG  
POLR2A-F CCCCAACCTCTCCATTGACC POLR2A  
POLR2A-R CCCTGCGCACTAGTTCTTGA  
CAD-F GCGGTGCTGCTATGAATGTG CAD  
CAD-R ATGCTCAGAGATGGCGATGG  
MOV10-F TGCTCCCCATGCTTCTTCAG MOV10  
MOV10-R GTGCCGGATATCATGCTCCA  
CD63-F CAGTGGTCATCATCGCAGTG CD63  
CD63-R ATCGAAGCAGTGTGGTTGTTT  
HBV 
cccDNA-F 

CCGTGTGCACTTCGCTTCA HBV 
cccDNA 

(Allweiss 
et al, 
2023) HBV 

cccDNA-R 
GCACAGCTTGGAGGCTTGA 

HBV 
cccDNA-
probe 

FAM-CATGGAGACCACCGTGAACGCCC-
BHQ1 

HBV-F GTTGCCCGTTTGTCCTCTAATTC Total 
HBV 
DNA 

(Qu et al, 
2018) HBV-R GGAGGGATACATAGAGGTTCCTTGA 

β-globin-F AGGTACGGCTGTCATCACTTAGA β-globin 
β-globin-R CATGGTGTCTGTTTGAGGTTGCTA 
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