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Appendix Figure S1. ITC titrations of wild type or mutant SMN Tudor with sDMA. 
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Appendix Figure S2. Coomassie blue staining after incubating 100 μL of Halo-link agarose resin with 360 μg 

of Halo-Tudor fusion protein at room temperature for 2.5 hours. 

 

 

Appendix Figure S3. Correlation of the peptide precursor abundances. The Pearson correlation coefficient was 

used as a measure of linear correlation. 

 

 

 

Appendix Figure S4. Venn diagram illustrates the overlapping sites or proteins containing DMA (both 

sDMA and aDMA) between our study and the UniProt database (2023_01). 
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Appendix Figure S5. Immunoblot analysis of arginine dimethylation of immunoprecipitated Flag-eIF3D in 

HEK293T cells. Anti-sDMA and anti-aDMA antibodies were purchased from cell signaling technology with 

catalog numbers CST-13222 and CST-13522, respectively. 

 

 

Appendix Figure S6. Dot blot analysis of anti-R99me2a antibody generated in the study. Lane 1: antigen Cys-

RNRMRme2aFAQRNL at different concentrations; Lane 2: antigen Cys-RNRMRFAQRNL at different 

concentrations. Antibody was diluted 1:4000. 

 
Appendix Figure S7. (A). Western blot analysis of PRMT4 and PRMT6 in both PRMT4 and PRMT6 double 

knockout HEK293T cell clones. GAPDH was used as a loading control. (B). Genomic DNA sequence of gRNA 

targeting site in both PRMT4 and PRMT6 double knockout HEK293T cell clones. 


