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Figure EV1. Both maximum terminal bias score and minimum p-values
prioritize proteins with apparent short proteoforms relative to randomly
selected proteins.

Proteins in green are prioritized by both methods, proteins in blue are prioritized
by the P value threshold only, proteins in yellow are prioritized by the terminal
bias threshold only, and those in gray by neither method.

Expanded View Figure

Claire D McWhite et al Molecular Systems Biology

© The Author(s) Molecular Systems Biology 19


