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Appendix Figure S1. Representative gating strategy for flow cytometric analysis of
DiR-labeled exosomes and DiR- and FITC-positive exosomes. Exosomes were

derived from differentiated C2C12 cells and labelled with DiR. HG-01 DNA aptamer

FSC

was labelled with FITC.
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Appendix Figure S2. Flow cytometric analysis of DNA aptamer enrichment for

R3
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round 3, 9 and 10 during SELEX.
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Appendix Table S1

Nomenclature Sequence (from 5’ to 3’ end)
sDNA aptamer | ATCCAGAGTGACGCAGCA-40N-TGGACACGGTGGCTTA
library GT
Forward Primer | FITC-ATCCAGAGTGACGCAGCA
for ssDNA Pool
Reverse Primer | biotin-ACTAAGCCACCGTGTCCA
for ssDNA Pool
HG-01 FITC-ATCCAGAGTGACGCAGCAGGGGGTTTGGTTTGGC
GGGGTGGCTCCCCGGGGTTGGTTATGGACACGGTGGCT
TAGT
HG-02 FITC-ATCCAGAGTGACGCAGCAAATGGTTGGGCCGGAT
AGG TTGGTTG GATACGGTTTTGCTTGGACACGGTG
GCTTAGT
HG-03 ATCCAGAGTGACGCAGCAGGATTTGTGGGTGGAGTGG
GCGGACCGCGAGTCGAACGTTCTGGACACGGTGGCT
TAGT
HG-04 ATCCAGAGTGACGCAGCATAGGTTTGGGGTTGGAGGG
AGGTCGT TCGCGGATCTGGATTGGACACGGTGGC
TTAGT
HG-05 ATCCAGAGTGACGCAGCAGAAGTGCGGGGGACTGCTC
GGGATT GCGGATCGTTCTCGCTGGACACGGTGGCT
TAGT
HG-06: ATCCAGAGTGACGCAGCATGTGGGCGGGTGGGTGGTC
TTGCGGC ATCTCGGAGGCAGGTGGACACGGTGGC
TTAGT
HG-07: ATCCAGAGTGACGCAGCACTAGGTTGGAGTAGGTTTGG
TGTGCTGGTTATTTCAGTCGTGGACACGGTGGCTTAGT




HG-08:

ATCCAGAGTGACGCAGCACCGGGGATGTAGGGGCAG
GGGTTCG AGTGAGGAGTATTATGGACACGGTGGCTT

AGT
HG-09 FITC-ATCCAGAGTGACGCAGCAGGGTGGAACGAGAAG
GCGGATCGCG CGGCCTGGACCAATGTGGACACGGTGG
CTTAGT
EAA FITC/Cy5-GGGGGTTTGGTTTGGCGGGGTGGCTCCCCGG

GGT TGGTTA

CD63 aptamer

FITC/Cy5-CACCCCACCTCGCTCCCGTGACACTAATGCTA

EAA-NU172 FITC-GGGGTTTGGTITTGGCGGGGTGGCTCCCCGGGGTTG
GTTATGGACCGCCTAGGTTGGGTAGGGTGGTGGCG
NU172 FITC-CGCCTAGGTTGGGTAGGGTGGTGGCG
EAA-linker FITC-GGGGTTTGGTTTGGCGGGGTGGCTCCCCGGGGTITG
GITATGGACACGGTG
linker-FIXa FITC-rCrArCrCrGrUrGrUrCrCrArArUrGrGrGrGrArCrUrA
rUrArCrCrGrCrGrUrArArUrGrCrUrGrCrCrUrCrCrCrCrArU
EAA-PMOC FITC-GGGGGTTTGGTTTGGCGGGGTGGCTCccccaaGaarr
GGTTAATTTCAGGTAAGCCGAGGTTTGGCC
PMO FITC-GGCCAAACCTCGGCTTACCTGAAAT

Appendix Table S1. Nomenclature and sequences for the DNA aptamer library,

primers and tested aptamers. Underlined letters refer to the 18-base linker. Italic

letters refer to EAA sequences and underlined bold letters represent linker sequences

for different aptamers. r means RNA. Bold letters represent the sequences

complementary to PMO. FITC, CyS5 and Biotin refer to the dyes used.
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