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Standard Curve Fit is Logarithmic 
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Kit_Epidermis+dermis 

 
Overall Results for sample 5 : Kit_Epidermis+dermis 

RNA Area: 28.2 
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Name Start Size [nt] End Size [nt] Area % of total Area 
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28S 0 0 3.2 11.5 
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Overall Results for sample 6 : Kit_Epidermis+dermis_2 
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Name Start Size [nt] End Size [nt] Area % of total Area 
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28S 0 0 4.0 11.4 
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Electropherogram Summary Continued ... 
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Overall Results for sample 7 : Kit_Dermis 

RNA Area: 10.2 
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Electropherogram Summary Continued ... 
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Overall Results for sample 8 : Kit_Dermis_2 

RNA Area: 10.5 

RNA Concentration: 557 ng/µl 

rRNA Ratio [28s / 18s]: 0.0 

 

 
 
 
 

RNA Integrity Number (RIN): 1 (B.02.09) 
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Electropherogram Summary Continued ... 
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Overall Results for sample 9 : Ritu+Kit_Epidermis+Dermis 
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Electropherogram Summary Continued ... 
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Overall Results for sample 10 : Ritu+Kit_Epidermis+Dermis_2 

RNA Area: 8.3 

RNA Concentration: 440 ng/µl 

rRNA Ratio [28s / 18s]: 0.0 

RNA Integrity Number (RIN): 1 (B.02.09) 
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Electropherogram Summary Continued ... 
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Overall Results for sample 11 : Ritu+Kit_Dermis 
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Electropherogram Summary Continued ... 
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Overall Results for sample 12 : Ritu+Kit_Dermis_2 

RNA Area: 7.7 

RNA Concentration: 410 ng/µl 

rRNA Ratio [28s / 18s]: 0.0 

RNA Integrity Number (RIN): 1 (B.02.09) 

Result Flagging Color: 

Result Flagging Label: RIN:1 
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W. Europe 
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port 1 (File: 
C:\Program 
Files 
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00 
bioanalyzer\210 
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expert\Data\202 
1-08-27\2100 
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e Total RNA 
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055_2021-08-27 
_13-27-31.xad) 

 Instrument Run  8/27/2021 
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(GMT +02:00) 
W. Europe 
Standard Time 

kigene K1-NP02-031L 

Product Number 
: G2938B 

 
Instrument Run 

 
8/27/2021 
1:27:36 PM 

(GMT +02:00) 
W. Europe 
Standard Time 

kigene K1-NP02-031L 

Name : com2  Instrument Run  8/27/2021 
1:27:36 PM 

(GMT +02:00) 
W. Europe 
Standard Time 

kigene K1-NP02-031L 

Vendor : Agilent 
Technologies 

 Instrument Run  8/27/2021 
1:27:36 PM 

(GMT +02:00) 
W. Europe 
Standard Time 

kigene K1-NP02-031L 

Serial# : 
DE13701055 

 Instrument Run  8/27/2021 
1:27:36 PM 

(GMT +02:00) 
W. Europe 
Standard Time 

kigene K1-NP02-031L 

Firmware : 
C.01.069 

 Instrument Run  8/27/2021 
1:27:36 PM 

(GMT +02:00) 
W. Europe 
Standard Time 

kigene K1-NP02-031L 

Cartridge : 
Electrode 

 Instrument Run  8/27/2021 
1:27:36 PM 

(GMT +02:00) 
W. Europe 
Standard Time 

kigene K1-NP02-031L 

 
  

Appendix Figure S1 – DD patient RNA quality assessment. Bioanalyzer assessment of RNA derived 
from DD patient samples, including the demonstration that negligible RNA is isolated from dermis 
samples.  
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Appendix Figure S2 – Cell type deconvolution. Deconvolution analysis of cell type differences within 
DD patient-derived RNAseq analysis   
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Appendix Figure S3 – List of primers. List of primers used for qPCR analysis.   


