	
	Forward(5'-3')
	Reverse(5'-3')

	R26R-eYFP KI
	AAAGTCGCTCTGAGTTGTTAT
	AAGACCGCGAAGACTTTGTC

	R26R-eYFP WT
	AAAGTCGCTCTGAGTTGTTAT
	GGAGCGGGAGAAATGGATATG

	R26R-tdTomato KI
	GGCATTAAAGCATATCC
	CTGTTCCTGTACGGCATGG

	R26R-tdTomato KI
	AAGGGAGCTGCAGTGGAGTA
	CCGAAAATCTGTGGGAAGTC

	Cre
	ACATGTTCAGGGATCGCCAG
	TAACCAGTGAAACAGCATTGC

	PIK3CAH1047R
Mutant
	CTGGCTTCTGAGGACCG

	CGAAGAGTTTGTCCTCAACCG


	PIK3CAH1047R
WT
	CTGGCTTCTGAGGACCG

	AATCTGTGGGAAGTCTTGTCC


	Isl1-CreERT2 Mutant
	GCCACTATTTGCCACCTAGC
	CGGTTCAGCATCCAACAAG

	Isl1-CreERT2
WT
	GCCACTATTTGCCACCTAGC
	CGGTTCAGCATCCAACAAG

	Myf5-CreERT2
Mutant
	GCTTCCAATTGCTTTAGATAC ATGA

	GCTTCCAATTGCTTTAGATACATG A


	Myf5-CreERT2
WT
	GCTTCCAATTGCTTTAGATAC ATGA

	CCTGTAATGGATTCCAAGCTG


	Pax3-CreERT2
Mutant
	GAGCCTGTGGACTTGGATCT

	TCACCCTGAAGTTCTCAGGATC


	Pax3-CreERT2
WT
	GAGCCTGTGGACTTGGATCT

	GCTGCGTGGGTAATTCTG



Table EV1: Primers used for genotyping
