Supplemental table 1： the Moran's I for 91 Han and non-Han populations in 11 spatial distance classes calculated based on the frequency of each mtDNA haplogroup
	Haplo-
	Spatial distance (km)

	group
	332
	665
	998
	1330
	1663
	1996
	2328
	2661
	2994
	3327
	3659

	A
	0.9505** 
	0.8042** 
	0.7084** 
	0.6575** 
	0.6248** 
	0.6104** 
	0.5921** 
	0.5824** 
	0.5756** 
	0.5722** 
	0.5695** 

	C
	-0.0000
	-0.0009
	0.0045
	0.0005
	0.0017
	0.0026
	0.0026
	0.0030
	0.0016
	0.0011
	0.0008

	D*
	0.2711 
	0.2404 
	0.2186** 
	0.1997** 
	0.1901** 
	0.1836** 
	0.1775** 
	0.1742** 
	0.1716** 
	0.1677** 
	0.1670** 

	D5
	0.0127 
	0.0213 
	0.0215 
	0.0250 
	0.0257 
	0.0301 
	0.0245 
	0.0191 
	0.0172 
	0.0164 
	0.0161 

	D5a
	-0.3231*
	-0.2529**
	-0.2275**
	-0.2095**
	-0.2002**
	-0.1965**
	-0.1915**
	-0.1889**
	-0.1877**
	-0.1861**
	-0.1862**

	G
	0.0583** 
	0.0481** 
	0.0505** 
	0.0464** 
	0.0459** 
	0.0442** 
	0.0434** 
	0.0415** 
	0.0393** 
	0.0373** 
	0.0359** 

	M7c
	0.0364 
	0.0221 
	0.0242 
	0.0227 
	0.0208 
	0.0207 
	0.0180 
	0.0176 
	0.0173 
	0.0168 
	0.0161 

	M8a
	0.0350 
	0.0381 
	0.0346 
	0.0396 
	0.0329 
	0.0287 
	0.0253 
	0.0234 
	0.0227 
	0.0223 
	0.0224 

	M9
	0.2801* 
	0.2488** 
	0.2157** 
	0.1966** 
	0.1845** 
	0.1796** 
	0.1726** 
	0.1706** 
	0.1685** 
	0.1673** 
	0.1667** 

	N*
	0.0229 
	0.0106 
	0.0121 
	0.0109 
	0.0118 
	0.0123 
	0.0118 
	0.0103 
	0.0112 
	0.0099 
	0.0102 

	Z
	0.3908* 
	0.3229** 
	0.2811** 
	0.2603** 
	0.2497** 
	0.2445** 
	0.2368** 
	0.2357** 
	0.2315** 
	0.2287** 
	0.2266** 

	M*
	0.7841** 
	0.6592** 
	0.5660** 
	0.5193** 
	0.4953** 
	0.4818** 
	0.4655** 
	0.4584** 
	0.4508** 
	0.4466** 
	0.4448** 

	B4a
	0.1309 
	0.1199 
	0.0866 
	0.0905 
	0.0946* 
	0.0912* 
	0.0851* 
	0.0828* 
	0.0815* 
	0.0797* 
	0.0795* 

	B4b
	0.0055
	0.0108
	0.0116
	0.0118
	0.0093
	0.0095
	0.0066
	0.0097
	0.0103
	0.0059
	0.0061

	B4b1
	0.0055 
	0.0111 
	0.0120 
	0.0119 
	0.0090 
	0.0101 
	0.0067 
	0.0073 
	0.0069 
	0.0069 
	0.0070 

	B5a
	0.2177 
	0.2118* 
	0.1897** 
	0.1688** 
	0.1545** 
	0.1520** 
	0.1429** 
	0.1440** 
	0.1397** 
	0.1374** 
	0.1417** 

	F*
	0.1362 
	0.1108 
	0.0994 
	0.0928* 
	0.0852* 
	0.0799* 
	0.0765* 
	0.0761* 
	0.0756* 
	0.0749* 
	0.0748* 

	F1a
	0.7302** 
	0.5782** 
	0.5190** 
	0.4786** 
	0.4545** 
	0.4446** 
	0.4333** 
	0.4253** 
	0.4213** 
	0.4174** 
	0.4148** 

	M7*
	0.1378 
	0.1339 
	0.1135 
	0.0988* 
	0.0892* 
	0.0853* 
	0.0848* 
	0.0843* 
	0.0836* 
	0.0828* 
	0.0823* 

	M7b*
	0.2038 
	0.1826* 
	0.1473*
	0.1373* 
	0.1344** 
	0.1296** 
	0.1221** 
	0.1207** 
	0.1191** 
	0.1179** 
	0.1178** 

	M7b1
	0.2069 
	0.1722* 
	0.1379* 
	0.1266* 
	0.1183* 
	0.1173* 
	0.1147* 
	0.1132* 
	0.1116** 
	0.1100** 
	0.1098** 

	R9a
	0.0575 
	0.0523 
	0.0394 
	0.0291 
	0.0226 
	0.0210 
	0.0216 
	0.0209 
	0.0211 
	0.0206 
	0.0208 

	R9b
	-0.0370
	-0.0072
	-0.0107
	-0.0133
	-0.0197
	-0.0206
	-0.0198
	-0.0193
	-0.0192
	-0.0200
	-0.0204

	B*
	-0.0685
	-0.0578
	-0.0513
	-0.0486
	-0.0478
	-0.0470
	-0.0456
	-0.0442
	-0.0442*
	-0.0441*
	-0.0445*

	B4
	-0.0375
	-0.0428
	-0.0360
	-0.0230
	-0.0302
	-0.0312
	-0.0308
	-0.0302
	-0.0295
	-0.0293
	-0.0295

	B5*
	-0.1044
	-0.072198
	-0.076804
	-0.0751*
	-0.0606*
	-0.0580*
	-0.0693*
	-0.0685*
	-0.0658*
	-0.0656*
	-0.0652*

	B5b
	0.0011 
	0.0120 
	0.0187 
	0.0147 
	0.0119 
	0.0098 
	0.0088 
	0.0080 
	0.0074 
	0.0072 
	0.0066 

	F1b
	-0.1978
	-0.1530*
	-0.1393*
	-0.1311*
	-0.1256*
	-0.1209*
	-0.1208*
	-0.1182*
	-0.1172*
	-0.1167*
	-0.1170*

	F1c
	-0.0115
	-0.0088
	-0.0106
	-0.0143
	-0.0143
	-0.0132
	-0.0128
	-0.0120
	-0.0126
	-0.0125
	-0.0124

	F2a
	0.9321** 
	0.8360** 
	0.7282** 
	0.6787** 
	0.6466** 
	0.6320** 
	0.6174** 
	0.6088** 
	0.6023** 
	0.5983** 
	0.5956** 

	M7a
	-0.0184
	-0.0158
	-0.0165
	-0.0166
	-0.0153
	-0.0148
	-0.0148
	-0.0147
	-0.0147
	-0.0146
	-0.0146

	M7b2
	0.0767 
	0.0714 
	0.0632 
	0.0633 
	0.0591 
	0.0579 
	0.0533 
	0.0505 
	0.0495 
	0.0480 
	0.0475 

	N9a
	0.1578 
	0.1394* 
	0.1164* 
	0.1006* 
	0.0958* 
	0.0931* 
	0.0950** 
	0.0899** 
	0.0887** 
	0.0875** 
	0.0869** 

	R*
	0.0526 
	0.0708 
	0.0531 
	0.0411 
	0.0360 
	0.0344 
	0.0343 
	0.0341 
	0.0334 
	0.0329 
	0.0329 

	R9c
	-0.0367
	-0.0295
	-0.0249
	-0.0246
	-0.0233
	-0.0218*
	-0.0237*
	-0.0233*
	-0.0231*
	-0.0230*
	-0.0229*

	Y
	0.0509 
	0.0500 
	0.0436 
	0.0425 
	0.0387 
	0.0384 
	0.0338 
	0.0331* 
	0.0327* 
	0.0322* 
	0.0319* 


Note: The statistical significance of spatial genetic autocorrelation for each haplogroup is tested by 1000 Monte Carlo simulations， * P<0.05; ** P<0.01
