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SUPPLEMENTARY TABLE S1  

RT-PCR primer pair sequences used for organ gene expression analysis in this study along with RT-PCR efficiencies. 

Gene Name Forward primer sequence Reverse primer sequence PCR Efficiency (%) 

Tlr41 5’-GCA GAA AAT GCC AGG ATG ATG-3’ 5’-AAC TAC CTC TAT GCA GGG ATT CAA G-3’ 88.8 

EGFP2 5’-CAA CTA CAA CAG CCA CAA CG-3’ 5’-GGT CAC GAA CTC CAG CAG-3’ 95.1 

Tnf1 5’-GAC CCT CAC ACT CAG ATC ATC TTC T-3’’ 5’-CCA CTT GGT GGT TTG CTA CGA-3’ 92.7 

Il62 5’-CAA AGC CAG AGT CCT TCA GA-3’ 5’-GAT GGT CTT GGT CCT TAG CC-3’ 99.4 

Ccl21 5’-GGC TCA GCC AGA TGC AGT TAA-3’ 5’-CCT ACT CAT TGG GAT CAT CTT GCT-3’ 96.6 

Rn18s3 5’-CTC AAC ACG GGA AAC CTC AC-3’ 5’-CGC TCC ACC AAC TAA GAA CG-3’ 97.9 

Table S1. RT-PCR primer pair sequences used for organ gene expression analysis in this study along with RT-PCR efficiencies.  

1From reference 51. 2From reference 52. 3From reference 53. 


