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Additional Information 

Supplemental Figure S1. Characteristics of the mouse ES cells cultivated in serum and 2i 

condition. Phase contrast and immunofluorescence labeling for Oct4and SSEA-1, counterstained 

for DAPI are shown. 

Supplemental Figure S2. Significantly enriched KEGG pathway analysis of 2i and serum 

samples. The x-axis represent the number of proteins which involved in KEGG pathway 

signaling. The pathways having enrichment (p<0.01) are presented. 

Supplemental Figure S3. The SDS-PAGE gel image of proteins from 2i- and serum-grown 

ESCs. M; Molecular weight marker (MagicMark™ XP), Lane 1-3; 3 replicates of serum-grown 

ESCs protein, Lane 4-6; 3 replicates of 2i-grown ESCs protein. 

Supplemental Figure S4. Western blot analysis. Fifty micrograms of protein from three 

biological replicates extracted from three independent replication of mESC line (Royan B18) 

cultured under 2i and serum conditions were subjected to SDS-PAGE followed by Western 

blotting. These proteins were analyzed with antibodies against Prkage1, Map2k1 and Krt18. The 

y-axis represent the density of each band normalized to corresponding Gapdh band. Each column 

represents the mean ± SD from three experiments.  

Supplemental Table S1. The complete set of 1582 proteins identified reproducibly from cells 

cultured under 2i and serum conditions in this study, including numbers of peptides assigned to 

each protein in each replicate experiment. Also included are protein identification data from 

individual replicates with measured and corrected percent coverage values for each protein.  

Supplemental Table S2. List of proteins up or down regulated in 2i-grown cells versus serum. 

Supplemental Table S3. Primary and secondary antibodies used for Western blotting. 
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Supplemental Table S3. Primary and secondary antibodies used for Western 

blotting. 

Target Conc. MW (kDa) Company, Cat. No. 

Primary antibodies 
Prkage1 1:100 37 Cell signaling, 4187s 

Map2k1 1:1000 43 Sigma-Aldrich, SAB2107602 

Smarca4 1:1000 181 Cell signaling, 3508s 

Krt18 1:200 47 EMD Millipore, 04-586 

GAPDH 1:4000 36 Sigma-Aldrich, G9545 

Secondary antibodies 
Mouse IgG-HRP 1:50000  Sigma-Aldrich, A0168 

Rabbit IgG-HRP 1:50000  Sigma-Aldrich, A0545 

 

 

http://www.antibodypedia.com/supplier_details.php?supplier_id=260

