Proteome-wide analysis reveals widespread lysine acetylation of major protein complexes

in the malaria parasite
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Supplemental Figure 1A

29 sites from Trelle 2009 + 5 from Miao 2013 (29/34 sites) including ~ 24 new sites
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K = missed site

H2A.Z

MEVPG VIGGI VGG VGGHVLGLGYGGHG'TGSG) T/ KAPLSRASRAGLQFPVGRV
HRMLKSRISSDGRVGSTAAVYAAAILEYLTAEVLELAGNATKDLKVKRITPRHLQLAIRG

DEELDTLIKATIAGGGVIPHIH ALMN VPLPPTAQ PKKN
Ac-K Sites Detected- 6,11,15,19,25,28,30,35,139,144,153,154
AcK Sites Missed - 37

H3

MARTKQTARNSTAG/APR'QLAS*AARYSAPISAGI" PHRYRPGTVALREIRRYQ!'S
TDLLIRKLPFQRLVREIAQDY TDLRFQSSAVMALQEAAEAYLVGLFEDTNLCAIHAKRV

TIMP DIQLARRIRGERS

Ac-K Sites Detected - 10,15,19,24,28,37,38,80,123
Ac-K Sites Missed - 57

H2A

MSA "G TGRKKASKGTSNSAKAGLQFPVGRIGRYLKKGKYAKRVGAGAPVYLAAVLE
YLCAEILELAGNAARDNKKSRITPRHIQLAVRNDEELNKFLAGVTFASGGVLPNIHNVLL
PKKSQL AGTANQDY

Ac-K Sites Detected - 124
Ac-K Sites Missed - 4,6

H3.3

MARTKQTAR/STGG*APR' QLAS AAR*SAPVSTGI® PHRYRPGTVALREIRKFQKS
TDLLIRKLPFQRLVREIAQEY TDLRFQSQAVLALQEAAEAYLVGLFEDTNLCAIHAKRV

TIMP DIQLARRIRGERS
Ac-K Sites Detected - 10,15,19,24,28,37,38,80,123

CenH3

MVRTKKNIPNHNPLNAFNRDKSF*TNXTLPNRTVHHGISS TTNINRPSVNRGGINEV
AQ NLHRTNIRKPHRYRPGVLALKEIRAYQASTQLLIPKIPFVRVVKEITRLFELPDEQFR

YTPEALLALQTASEAYLVSLFEDAYLCSLHANRVTLMPKDIHLARRIRGRD
AcK Sites Detected - 24,27,81,61

H4

MSGRG GGVGLG*GGAKRHRIILRDNIQGIT PAIRRLARRGGVKRISGLIYEEIRGVLK

VFLENVIKDSIMYTEHAKR TVTAMDIVYSLKRQGRTLYGFGG
AcK Sites Detected - 6,9,13,17,32,80
AcK Sites Missed - 21

H2B.Z

MSGHGPAQ!SQAAX X TAGH TLGPRHKRKRRTESFSLYIFKVLKQVHPETGVTKKSMNI
MNSFINDIFDRLVTEATRLIRYNKKRTLSSREIQTAVRLLLPGELSKHAVSEGTKAVTKYT

TSAA
Ac-K Sites Detected - 4,9,14,15,19

H2B
MVS KPA AK TGTGPDGKKKRKKSRYDSYGLYIFKVLKQVHPDTGISRKSMNIMNSF

LVDTFE IATEASRLC YTRRDTLSSREIQTAIRLVLPGELA HAVSEGTKAVT FTSK
AcK Sites Detected - 4,8,11,65,75,101,113



Supplemental Figure 1B
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Supplemental Figure 2
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Supplemental Figure 3

Tricostatin A SILAC experiment
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Supplemental Figure 4

Sir2A” SILAC experiment
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Supplemental Figure 5

Sir2B~ SILAC experiment
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Supplemental Figure 6

Acetate Pulse SILAC experiment
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