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Supplemental Figure 1. Acetl-lysine sites on histones and conservation across disparate organisms 

Supplemental Figure 2. Protein-protein interaction map of acetylated ribosomal proteins and 

associated translational proteins. STRING9.1 network analysis was performed with medium 

confidence (0.4) using database, experiments and neighborhood analysis. 

Supplemental Figure 3. Distribution of non-acetylated and acetl-lysine peptides with heavy/light 

ratios following Tricostatin A treatment 

Supplemental Figure 4. Distribution of non-acetylated and acetl-lysine peptides with heavy/light 

ratios in Sirtuin 2A genetically-disrupted parasites compared to wild type 

Supplemental Figure 5. Distribution of non-acetylated and acetl-lysine peptides with heavy/light 

ratios in Sirtuin 2B genetically-disrupted parasites compared to wild type 

Supplemental Figure 6. Distribution of non-acetylated and acetl-lysine peptides with heavy/light 

ratios following acetate treatment 

Supplemental Dataset 1. Complete list of characterized sites of Acetyl-lysine  

Supplemental Dataset 2. Comparison of acetyl lysine sites detected in Miao et al. 2013 

Supplemental Dataset 3. GO term and domain enrichment analysis 

Supplemental Dataset 4. Exported/Host Acetyl-lysine protein list 

Supplemental Dataset 5. Summary of each SILAC experiment with >2 and <0.5 H/L pairs 

Supplemental Dataset 6. Complete List of TSA SILAC H/L pairs 

Supplemental Dataset 7. Complete List of Sir2A SILAC H/L pairs 

Supplemental Dataset 8. Complete List of Sir2B SILAC H/L pairs 

Supplemental Dataset 9. Complete List of acetate pulse SILAC H/L pairs  
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Supplemental Figure 1A 
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Supplemental Figure 1B 
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Supplemental Figure 2 
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Supplemental Figure 3 
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Supplemental Figure 4 
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Supplemental Figure 5 
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Supplemental Figure 6 

 


