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FigureS1. Representative electropherograms for reactions using annealing temperatures from 59°C to 65°C
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Figure S2.Electropherogram of the Control DNA 9948(upper) and 007(lower) amplified by STRtyper-27 system



Figure S3.Representative results of the species specificity assessment

Figure S4. Representative electropherogram of 1ng 9948 amplified in the various concentrations
of the hematin in the 25µL system.



Locus Stutter range(%) Stutter average(%) Standard Deviation(%)

DYS456 2.03-14.41 10.32% 1.88%

DYS576 8.20-13.57 10.61% 1.05%

DYS570 6.74-13.48 9.08% 0.97%

DYS481 1.91-23.15 18.19% 1.91%

DYF387S1 4.45-18.28 10.97% 2.32%

DYS627 6.24-11.01 8.57% 1.24%

DYS458 1.80-13.00 10.06% 1.34%

DYS460 3.75-9.62 5.70% 1.31%

DYS437 3.98-9.15 6.40% 1.28%

DYS439 4.76-10.90 6.81% 1.18%

DYS392 3.27-17.06 9.79% 2.38%

DYS385 5.08-14.16 9.14% 2.51%

DYS393 1.21-11.71 7.99% 1.58%

DYS391 5.22-12.97 7.51% 1.04%

DYS390 6.45-12.91 8.89% 1.00%

DYS635 4.49-12.30 7.83% 1.34%

DYS449 11.41-20.79 15.70% 1.81%

DYS533 4.17-7.73 6.06% 0.85%

DYS438 1.46-10.47 4.57% 2.27%

DYS389I 5.35-9.71 6.90% 0.98%

DYS448 2.80-5.43 3.85% 0.76%

DYS389II 10.05-16.18 12.96% 1.20%

DYS19 4.74-8.18 6.31% 0.95%

Y-GATA-H4 5.34-10.28 7.42% 1.04%

DYS518 11.12-21.42 14.42% 2.00%

Table S1 Observed stutter values for 27 Y-STR loci



Figure S5. The size deviation of the extracted DNA samples

25 µL system Control DNA 9948 Control DNA 007
9948:007 9948 allelesdetected % complete 9948 007 alleles detected % complete 007

19:1 27 100% 14 51%
18:2 27 100% 24 88%
16:4 27 100% 27 100%
14:6 27 100% 27 100%
12:8 27 100% 27 100%
10:10 27 100% 27 100%
8:12 27 100% 27 100%
6:14 27 100% 27 100%
4:16 27 100% 27 100%
2:18 21 77% 27 100%
1:19 10 37% 27 100%

Table S2.Detected alleles of the different proportions from the mixture in the 25µL system



Figure S6. STRtyper-27 electropherograms obtained from one degraded DNA bone sample(0.1ng)


