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Supplementary Table 1. Summary of ARV-related genotypic mutations detected in INSTI-naive patients with major INSTI mutations
	Case Number
	Date of specimen collected
	ART-naive
	INSTI
	NRTI
major mutations
	nNRTI
major mutations
	PI 
major mutations

	
	
	
	Major mutations
	Minor mutations /polymorphism
	
	
	

	3992
	2006/11
	1
	Q148QR
	
	
	
	

	930
	2013/1
	1
	Q148QR
	
	
	
	

	947
	2013/1
	1
	Q148QR
	
	
	
	

	1043
	2013/3
	1
	Q148QR
	
	
	
	

	1323
	2013/5
	1
	Q148QR
	P145PR
	
	
	

	1800
	2013/8
	1
	Y143R
	T97A, G163R
	M184V
	
	

	608
	2012/6
	0
	Q148QR
	
	K70R, M184V
	
	M46I, I50L, V82A

	965
	2013/1
	0
	Q148QR
	
	K65KR
	Y181CY, F227CF
	

	1035
	2013/3
	0
	Q148QR
	
	M184I
	V108I, Y181C
	

	1066
	2013/3
	0
	Q148QR, N155NS
	S230R
	
	G190A
	

	1312
	2013/5
	0
	Q148QR
	P145PR, L74V
	T215S
	
	

	4562
	2015/6
	0
	Q148QR
	H51HR
	
	
	


Abbreviations: ART, antiretroviral therapy; INSTI, integrase strand transfer inhibitors
Supplementary Table 2. Patterns of INSTI-related major/minor mutations in raltegravir-experienced patients

	
	
	Q148
	N155H
	Y143R

	
	
	H
	K
	R
	
	

	Concomitant major mutations
	N155H
	
	
	1
	
	

	Concomitant minor mutations
	H51R
	
	
	1
	1
	

	
	L74I
	
	
	
	3
	

	
	T97A
	
	
	
	
	3

	
	G140S
	10
	
	2
	
	

	
	V151I
	
	
	
	1
	

	
	T97A+G140S
	1
	
	
	
	

	
	T97A+E157Q
	
	
	
	
	1

	
	E138K+G140A
	
	
	
	
	

	
	V151I+E157Q
	
	
	
	1
	

	No minor mutations
	
	
	2
	1
	2


Supplementary Table 3. Distribution of INSTI-related major and minor mutations in study subjects
	
	ARV-naive

N=948
	ARV-experience/ INSTI-naïve, N=359
	INSTI-experienced

N=63
	Positive association with major mutations

	Major mutations
	Y143C/H/R*
	1 (0.1)
	0 (0)
	6 (9.5)
	

	
	G148H/K/R*
	5 (0.5)
	6 (1.7)
	17 (27.0)
	

	
	N155H*
	0 (0)
	0 (0)
	8 (12.7)
	

	Minor mutations
	L74M
	20 (2.1)
	8(2.2)
	2 (3.2)
	

	
	E92V
	1 (0.1)
	0 (0)
	0 (0)
	

	
	Q95K
	4 (0.4)
	0 (0)
	0 (0)
	

	
	T97A*
	2 (0.2)
	2 (0.6)
	6 (9.5)
	Y143R/C/H

	
	E138AK
	3 (0.3)
	0 (0)
	0 (0)
	Q148H/R/K

	
	G140CAS*
	0 (0)
	0 (0)
	13 (20.6)
	Q148H/R/K

	
	Y143KGSA
	0 (0)
	1 (0.3)
	0 (0)
	

	
	V151AL
	0 (0)
	1 (0.3)
	0 (0)
	

	
	N155ST
	6 (0.6)
	2 (0.6)
	0 (0)
	

	
	E157Q*
	9 (0.9)
	2 (0.6)
	3 (4.8)
	N155H

	
	G163K/R
	5 (0.5)
	0 (0)
	0 (0)
	

	
	S230R
	0 (0)
	1 (0.3)
	0 (0)
	

	
	R263K
	2 (0.2)
	2 (0.6)
	1 (1.6)
	

	Polymorphisms
	H51L/R@
	11 (1.2)
	4 (1.2)
	2 (3.2)
	

	
	L74V
	5 (0.5)
	4 (1.2)
	0 (0)
	

	
	P145R#
	34 (3.6)
	2 (0.6)
	0 (0)
	

	
	V151I*
	1 (0.1)
	2 (0.6)
	2 (3.2)
	

	
	S230N
	206 (21.7)
	60(16.7)
	12 (19.0)
	


Note: H51Y, T66AIK, F121Y, P145S, Q146P, S147G, S153FY were not detected in any of the study specimens.

* means a significant higher prevalence of INSTI-related mutations in RAL-experienced patients than those in RAL-naive patients.

# means a significant lower prevalence of INSTI-related mutations in RAL-experienced patients than those in RAL-naive patients.

@ means a significant higher prevalence of INSTI-related mutations in RAL-experienced patients than those in ART-naive patients.
