An integrated multi-omics analysis of the NK603 Roundup-tolerant GM maize reveals metabolism disturbances caused by the transformation process
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Additional files
Additional file 1. Soil composition report.
Additional file 2. List of pesticides analyzed. All maize samples were analysed for a total of 423 pesticide residues by SGS Institut Fresenius GmbH (Berlin, Germany), including glyphosate and its metabolite AMPA.
Additional file 3. PCA analysis of the proteome (A) and metabolome (B) profiles show a distinct separation between the NK603 sprayed with Roundup, the NK603 unsprayed, and their non-transgenic control.
Additional file 4. Correlations between the fold changes observed in the comparisons of the NK603 maize sprayed with Roundup, the unsprayed NK603 maize and the isogenic corn during two different growing seasons.
Additional file 5. List of proteins having their level significantly altered by the GM transformation process. The isogenic maize proteome was compared to both NK603 and NK603 + R proteome.

Additional file 6. List of metabolites having their level altered for all pair-wise comparisons. The isogenic maize metabolome was compared to both NK603 and NK603 + R metabolome. Additionally, the list of metabolites significantly altered by the spraying of Roundup on the NK603 maize is also presented. The p-values were calculated according to a one sided Fisher exact test. 
