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Supplemental Figure 1. Light induced experiment. We chose the leaves in the
tillering stage. Leaves of 9311 and sp/32 mutant on the right panel were covered by
tinfoil for 10 days.
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Supplemental Figure 2. Dying experiments. Leaves with no spots or serious spots
from sp/32 mutant and the corresponding sections of leaves in the wild-type 9311 at
tillering stage were stained by nitrotetrazolium blue chloride
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Supplemental Figure3. Expression of NADH-GOGAT2 in leaves with or without
lesion spots at different developmental stages.



Supplemental Table S1 Segregation of the F, population from the wild-type 9311

and sp/32 mutant

Cross WT Mutant  The actual separation ratio 72 005<3.84)

spl32 x 9311 117 38 3.08:1 0.0064

9311 x spl32 101 35 2.89:1 0.0294




Supplemental Table S2 Polymorphic InDel markers between parents in target region

primer Forward primer sequence Reverse primer sequence PAC number
7zy-2 TTAGCCAATTCCATCAAG ATTTCTTTCCAGCGACAA 0J1458 B0O7
zzy-3 CATTTGACCGTTCATCTT TGACATCTCAGCGTTGCA P0470D12
zzy-18 ATTGGTGGGTTGCTTGGT GTGGGCATAGCCTTTGGT 0J1477_F01
zzy-20 GGATCAATGCCATCTGTT GCAATAAGCACTTGTTTCG 0J1477_F01
zzy-21 GACAGACAACTTGGGAACA GTTTGCAGTCTTGACTCTTG 0J1477_F01
zzy-22 TATCCCTTTCCTGTTCGT TTGGAAAGACACCAGAAA 0J1477_F01
zzy-23 AGACAGAGCCTTATTCAA AACCTCCCAACCTTTCTA P0496C02
zzy-24 CGTTACTTTGTTCGTCCTA CTTGTCACGCATACTGTTG P0496C02
zzy-30 ATGGATGGTTAACGTTCT CTTAGCACTGGCTCTTCA P0047B07
zzy31 TTGCATGATATTCACCTG CCTATAAGATTCCCTAAAGT 0J1477_F01




Supplemental Table S3 Gene-specific primers used in this study

Primers Oligos Function
Fd-GOGAT-GFP-F AGCCCAGATCAACTAGTATGGCCACGCTCCCACGTG Subcellular
Fd-GOGAT-GFP-R CACCATGGATCCCCCGGGCTTCGCCGATTGTACTGTTGT Localization

CWW-11-1-F TGGGTGGTGGTAGACGAG Cloning of
CWW-11-1-R CACTTGGGAATTGCAGTAGA Fd-GOGAT
zf-1-F TGACTGGGCCAACAAGCAA Verification of
zf-1-R CATAGCGACCTACCACTGATACATT 57-bp deletion
in spl32
GT-2F TGCAGGCCAGCTCAACATTACG qRT-PCR for
GT-2R TCTCCACCAGCCATACCCTTTC expression

pattern analyses

Flag-F TTCATTTCATTTGGAGAGAA Complemented

Flag-R GGTACCCCGGGTTCGAAATC verification
NADH-2 F GGAAGATACGGACCAACT qRT-PCR
NADH-2 R AACATACAGAAGCAGCATT

PRIaF TTCATCACCTGCAACTACTCG qRT-PCR

PRIaR TGCATAAACACGTAGCATAGCAT

PRIbF GTGTGCGGGCACTACACG qRT-PCR

PRIbR CGGCTTATAGTTGCATGTGA

PR5F ATCGACGGCTACAACGTC qRT-PCR

PR5 R GTGTCTTGGTGTTGTCTTCG

PRIOF CACCATCTACACCATGAAGC qRT-PCR

PRIOR AGCACATCCGACTTTAGGAC




