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Figure S1 Rarefaction curve for bacterioplankton 16S rRNA gene fragments of the 14 

samples. Operational taxonomic units (OTUs) were formed at genetic distances of 3%. 

 

 

 

 

 

 

 

 

 

 



 

Figure S2 Frequency distribution of water residence time of the Three Gorges 

Reservoir in 2014. Black dots is the log-normal distribution curve while the red 

diamonds line shows the cumulative percentage of the samples. Dark grey area showed 

the water residence time of August and November in 2014. 


