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Supplementary Figure Legends.

S1.  Transcription factor motif enrichment analysis of global gene expression changes from the differentiation of 5 GSC lines.
S2.  Western blot of KLF4,EGR1,NESTIN, and GFAP in established glioma cell line U87 in control vs overexpression conditions(EGR1,KLF4) under differentiating conditions (RA/FBS).

S3. Enriched Transcription Factor Motifs During NSC E14 Differentiation.

S4.  Enriched Transcription Factor Motifs During Differentiation of 5 GSC.

S5.  Pathway Analysis P-values for 3 Human NSC Cell-Lines.
S6.  Full Gel Images for Figure 1.
S7.  Full Gel Image for Figure 2.
S8.  Full Gel Image for Supplementary figure 2.
S9.  Full Gel Image for Supplementary Figure 7 (923).
S10. Full Gel Image for Supplementary Figure 7 (1228).
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