
 

Fig. S2. Hierarchical cluster analysis of all DEGs in two pairwise comparisons of "Ischemia-

reperfusion" versus "Sham operation" (IR vs. SO) and "Ischemia-reperfusion + Selank" versus 

"Ischemia-reperfusion" (IL vs. IR). Genes that changed expression in at least one comparison (a) 

and only in the IL vs. IR comparison (b) are shown. Each column represents a comparison group, 

and each row represents a gene. Green bars represent the maximum increase, and red bars represent 

the maximum decrease in relative expression. Each comparison group included three animals. 


