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OAR Trait Peak [CI] in cM
Flanking 
markers 

F-value SD (SE) var 

3 Fat persistency 75 [64-314] 
BM8118-
BMS710 13.3** 

-0.64 
(0.14) 7.3 

4 Somatic cells persistency 135 [2-135] 
OARHH3-
MSM73 9.4* 

-0.57 
(0.14) 5.1 

8 Extended lactation lactose 102 [22-106] 
BM3215-
BMS1967 9.7** 

-0.57 
(0.19) 5.5 

9 Extended lactation fat 146 [22-146] 
BM4513-
RJH1 8.7* 0.51 (0.17) 4.9 

10 Protein persistency 8 [0-68] 
MNS64-
OARHH4 6.9* 0.47 (0.18) 3.6 

10 Extended lactation somatic cells 12 [0-84] 
MNS64-
OARHH4 9.9** 0.55 (0.14) 5.4 

11 Milk persistency 0 [0-19] 
HEL10-
BM17132 17.6**** 

-0.62 
(0.16) 8.9 

11 Extended lactation milk 10 [0-28] 
HEL10-
BM17132 14.1*** 

-0.70 
(0.21) 7.1 

11 Extended lactation protein 40 [0-76] 
HEL10-
BM17132 13.3** 0.60 (0.16) 7.3 

12 Extended lactation milk 53 [19-106] 
TGLA53-
MCMA52 8.0* 0.55 (0.21) 4.0 

13 Useful yield persistency 42 [0-97] 
MCM152-
HUJ616 6.7* 0.51 (0.17) 3.5 

17 Extended lactation milk 85 [32-96] 
BM7136-
TGLA322 10.8** 0.76 (0.21) 5.5 

17 Milk persistency 89 [32-96] 
BM7136-
TGLA322 11.3** 0.77 (0.23) 5.7 

21 Lactose persistency 5 [0-78] 
BMC2228-
CSSM013 5.9* 0.51 (0.23) 3.1 

21 Extended lactation lactose 17 [0-78] 
BMC2228-
CSSM013 7.4* 0.63 (0.22) 4.1 

24 Protein persistency 4 [0-96] 
OARJMP29-
BMS744 7.2* 0.48 (0.18) 3.7 

 
 


