
  1 M-MALRTL----SALPVFADSLFSDRFN--RID-RLFSQLTG-------DTPVAATPAYDL 
  1 M----RNF----DLSPLMRQWI--------GFD-KLANALQN-------AGESQSFPPYNI 
  1 M----RNF----DLSPLYRSAI--------GFD-RLFNHLENN-----QSQSNGGYPPYNV 
  1 M-SIVRRS----NVFDPFAD-LWADPFD--TFR-SIVPAISGG------GSETAAFANARM 
  1 MDIAIQHPWFKRTLGPFYPSRLFDQFFGEGLFEYDLLPFLSSTISPYYRQSLFRTVLDSGI 

 47 Q--KRDANNYLLTVSVPGWKEEELEIETVGGN-LNITGKHTEETVEDQTHWIYRGIRKADF 
 38 E--KSDDNHYRITLALAGFRQEDLEIQLEGTR-LSVKGTPEQPKEEK--KWLHQGLMNQPF 
 40 E--LVDENHYRIAIAVAGFAESELEITAQDNL-LVVKGAHADEQKER--TYLYQGIAERNF 
 47 D-WKETPEAHVFKADLPGVKKEEVKVEVEDGNVLVVSGERTKEKEDKNDKWHRVERSSGKF 
 62 SEVRSDRDKFVIFLDVKHFSPEDLTVKVQEDF-VEIHGKHNERQDDH-------GYISREF 

105 QLSFSLPEHAKVNNAK--L-EQGLLLVE---IYQEIPESEKPKKIAIESKPK-AIEHKS 
 94 SLSFTLAENMEVSGAT--F-VNGLLHID---LIRNEPEPIAAQRIAISERP----ALNS 
 96 ERKFQLAENIHVRGAN--L-VNGLLYID---LERVIPEAKKPRRIEIN----------- 
107 VRRFRLLEDAKVEEVKAGL-ENGVLTVT---VPKAEVKKPEVKAIQIS----------G 
115 HRRYRLPSNVDQSALSCSLSADGMLTFSGPKIPSGVDAGHSERAIPVSREEKPSSAPSS 
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