Additional file 12 - Clustal format Mafft (v6.857b) alignment for lipoprotein Blast matches to LP1.

Nearly identical sequences were excluded (C7A8A2, see Fig. S3; QOVJU3_MANSE is C-terminally longer by two amino acids than
VITM_MANSE (P19616) and was retained for comparison to Bombyx mori sequences). Marked in yellow: sequence identities with LP1.
Marked in green: sequences identities with L302. Marked in pink: sequence identities with LP3. Accession numbers in red represent related

proteins from Manduca sexta and Pseudaletia separata.
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