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mouse full cohort correlation network

Correlation networks
human full cohort correlation network
SSBP1 ATPSO Stk24
ccT8
FAM148C
C2orf25
T Bnip3! Max
NIT2 e .
BXDC5 ’\ /
ATPSF1 | }
| SAR1B
Hees ANXA7 Wdrd0a e
GHITM
PSMAL [BECN1]
UBE2A - TMEM126A
T SLC25A46
/ Zbtbad
PSMD8
/ MRPL44
‘s“ PRPF18 \
HAT1L “‘ > - \\ \
/ — NS \
[ TAF9 ~ \ [ )
(] Upft. \\ March2.
MCTS1 \\
KIN N
»
GNAT3 YUEILE smg6 Dagl
Click on a network to view a full size image with node links to Entrez Gene.
Line colors represent strength of Pearson correlation coefficients based on the following scale
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Node color represents the level with respect to the central node
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maps of the correlation distances:

Use HeatSeeker to compare these networks using heat



