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D. melan.

745K Sanger
24,629 contigs

7.8 %

B. anynana

97K Sanger
11,942 contigs

1.4 %

M. cinxia

2x GS20: 537K
12,492 contigs

0.03 %

M. sexta

1x GS20
1x GSFLX: 356K

158 Sanger
12,635 contigs

2.9 %

C. tremulae

GSFLX: 253K
9,771 contigs

1.1 %

E. aurinia

GSFLX: 173K
8,984 contigs

0.3 %

H. erato

GSFLX 246K
14K Sanger 

8,191 contigs
0.8 % H. melpomene

2.5 x GSFLX: 735K
3K Sanger

16,631 contigs
12.5 %

P. dardanus

GSFLX Titanium: 532K
25,083 contigs

9.1 %
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D. melan.

745K Sanger
24,629 contigs

Syn SNPs

B. anynana

97K Sanger
11,942 contigs

 Syn SNPs

M. cinxia

2x GS20: 537K
12,492 contigs
2,179 Syn SNPs

M. sexta

1x GS20, 1x GSFLX: 356K
158 Sanger

12,635 contigs
1,925 Syn SNPs

C. tremulae

GSFLX: 253K
9,771 contigs
639 Syn SNPs

E. aurinia

GSFLX: 173K
8,984 contigs
924 Syn SNPs

H. erato

GSFLX 246K
14K Sanger 

8,191 contigs
2,848 Syn SNPs

H. melpomene

2.5 x GSFLX: 735K
3K Sanger

16,631 contigs
15,340 Syn SNPs

P. dardanus

GSFLX Titanium: 532K
25,083 contigs
9,892 Syn SNPs
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