CLASS: N:0:0 ~ CLASS: O:N:0
No transcript-pairs share any exon All transcript-pairs share sequence in
sequence, common, but none share exon boundaries.
CLASS: MN:N:0 CLASS: O:N:N

Some transcript-pairs share sequence, but
none have common exon boundaries.

All transcript-pairs share sequencein
common and some share exon boundaries.

CLASS: N:O:N

Some transcript-pairs share no sequence,
others have common exon boundaries.
CLASS: N:N:N
=

Some transcript-pairs share no sequence,
others have commaon sequence and exon
boundaries,

CLASS: 0:0:N

All transcript-pairs share some exons in
common.
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