Table S1. The fibril-forming peptides 
	Fibril-forming segment
	Source protein
	Reference

	SMVLFSSPPV
	human prion protein
	[1]

	SSPPVILLIS
	human prion protein
	[1]

	ILLISFLIFL
	human prion protein
	[1]

	FLIFLIVG
	human prion protein
	[1]

	NLKHQPGGGKVQIVYKPVDLSKVTSKCGSLGNIHHKPGGGQVE
	t-Protein
	[2]

	NLKHQPGGGKVQIVYKEVD
	t-Protein
	[2]

	GKVQIVYK
	t-Protein
	[2]

	VQIVYK
	t-Protein
	[2]

	VPHQKLVFFAEDVGS
	Amyloid beta A4 peptide
	[3, 4]

	EQVTNVGGAVVTGVTAVA
	Alpha synuclein
	[5]

	TVNGVGEVTATAVQGVAV
	Alpha synuclein
	[5]

	VTNVGGAVVTGVTAVA
	Alpha synuclein
	[5]

	GVVGWVKNTSKGTVTGQVQG
	Acyl Phosphatase
	[6]

	DWSFYLLYYTEFTPTGKDEYA
	β-microglobulin
	[7, 8]

	TKRPRFLYEIAMALNSD
	434 Cro repressor
	[9]

	VLSEGEWQLVLHVWAKVEA
	Sperm whale myoglobin
	[10]

	EGEWQLVLHVWAKVEADVAGHGQDILIRLFK
	Sperm whale myoglobin
	[10]

	SAPNLATLVKVTTNHFTHEEAMMD
	Myohemerythrin
	[11]

	EVVPHKKMHKDFLEKIGGL
	Myohemerythrin
	[11]

	MPEEELLNAPGETYVVTL
	French bean Plastocyanin
	[12]

	GETYVVTL
	French bean Plastocyanin
	[12]

	GTYSFYT
	French bean Plastocyanin
	[12]

	GTVSFVTSPHQGAGMVGKVTVN
	French bean Plastocyanin
	[12]

	LSQTFVYGGSRAKRNN
	Bovine Pancreatic Trypsin Inhibitor (BPTI)
	[13]

	MKVIFLKDVKG
	N-terminal domain of Ribosomal protein L9
	[14]

	GYANNFLFKQG
	N-terminal domain of Ribosomal protein L9
	[14]

	QISFADYNLLDLLRIHQVLN
	Glutathione S Transferase P domain II (Glutex)
	[15]

	DILTLLNSTNKDWWKVEVND
	Spectrin SH3
	[16]

	DWWKVEVNDRQGFVPA
	Spectrin SH3
	[16]

	DILTLLNSTNKDWWKVEVNDRQGFVPA
	Spectrin SH3
	[16]

	FVNVQAVKVFLESQGIAY
	Ada-2h
	[17]

	FVNVEAVKAFLEAHGIAY
	Ada-2h
	[17]

	STNVKTAFEMVILDIYNNV
	Ara
	[17]

	TESKEKITQYIYHVLNGEIL
	Com-A
	[17]

	AKKENIIAAAQAGASGY
	P21-ras
	[18]

	PFTAATLEEKLNKIFEKLGMY
	P21-ras
	[18]

	GVGKSALTIQLIQNHFVY
	P21-ras
	[18]

	RQGVEDAFYTLVREIRQHK
	P21-ras
	[18]

	VTIKANLIFANGFTQTAEFKG
	PL B1 protein
	[19]

	KGTFEKATSEAYAYADTLKKDNGEY
	PL B1 protein
	[19]

	GEYTVDVADKGYTLNIKFAGD
	PL B1 protein
	[19]

	GEWTYDDATKTFTVTE
	Protein G
	[20]

	DWSFYLLYYTEFTPTGKDEYA
	b2m 
	[21]

	SNFLNCYVSGFHPSDIEVDLLK
	b2m 
	[22]

	NHVTLSQ
	b2m 
	[23]

	NFGAILSS
	Amylin
	[24]

	AFGAILSS
	Amylin
	[24]

	NFAAILSS
	Amylin
	[24]

	NFGAALSS
	Amylin
	[24]

	NFGAIASS
	Amylin
	[24]

	QRLANFLVH
	Amylin
	[25]

	SNNFGAIL
	Amylin
	[26]

	NFLVHSSNN
	Amylin
	[27]

	KPFTARFEGRIFSRSDELRALITEITGE
	Phage
	[28]

	KPFLARVEGRIFSRSDELRAYITAYTGE
	Phage
	[28]

	KPFTARISGRLFSRSDELKTIIATITGE
	Phage
	[28]

	KPYIARFEGRLFSRSDELRAVIEAHTGE
	Phage
	[28]

	KPFIARFEGRLFSRSDELKAIIKELTGE
	Phage
	[28]

	KPFLARFRGRIFSRSDELRTLIAAFTGE
	Phage
	[28]

	VGGAVVTGV
	AlphaSyn
	[29]

	VTGVTAVQKTV
	AlphaSyn
	[30]

	CPLMVKVLDAV
	TTR
	[31]

	YTIAALLSPYS
	TTR
	[32]

	RVEKVAILGLMVLA
	S6-mutant
	[33]

	SFNNGDCFILD
	Gelsolin
	[34]

	NAGDVAFV
	Lactoferrin
	[35]

	NFGSVQFV
	Lactadherin
	[36]

	SFFSFLGEAFD
	Serum A (48)
	[37]

	DCVNITIKQHTVTT
	Prion protein
	[38]

	DIKIMERVVEQMCTTQY
	Prion protein
	[38]

	AGAAAAGAVVGGLGG
	Prion protein
	[38]

	MKHMAGAAAAGAVV
	Prion protein
	[38]

	PQGGYQQYN
	Sup35
	[39]

	GNNQQNY
	Sup35
	[40]

	AEFHRWSSYMVYWK
	AChe
	[41]

	EASNCFAIRHFENKFAVETLICSRTVKKNIIEEN
	ABri
	[42]

	EASNCFAIRHFENKFAVETLICFNLFLNSQEKHY
	ADan
	[42]

	VTVKVNAVKVTV
	De novo design
	[43]

	KETAAAKFERQHMDSSTSAA
	Ribonuclease A
	[32]

	IKYLEFISQAIIHVLHSR
	Myoglobin
	[44]

	VQIVYK
	Tau
	[2]

	MLSNTTAIAEAWARL
	a-tubulin
	[45]

	QKLVFFAEDVGSNKGAIIGLMVGGVVIA
	A beta protein
	[46]

	NFLVHSSNNFGAILSS
	IAPP
	[46]

	SAMSRPIIHFGSDYEDRYYRENMHRYPN
	Human prion
	[46]

	DCVNITIKQHTVTTTT
	Human prion
	[46]

	RHFWQQDEPPQSPWDRVKDLATVYVDVLKDSGRDYVSQFEGSALGKQLNLKLLDNWDSVTSTFSKLREQLGPVTQEFWDNLEKETEGLRQEMS
	Apolipoprotein A-I
	[46]

	CPLMVKVLDA
	Transthyretin
	[46]

	YTIAALLSPYS
	Transthyretin
	[46]

	SNFLNCYVSGFHPSDIEVDLL
	b2-microglobulin
	[46]

	KDWSFYLLYYTE FTPTEKDEYACRVNHVTLSQPKIVKWDR
	b2-microglobulin
	[46]

	RSWFSFLGEAY
	Amyloid A protein (AA)
	[46]

	NFGSVQ
	Medin
	[46]

	VFMKGLSKAKEGVVAA
	NAC peptide of a-synuclein
	[46]

	KEGVLYVGSKTKEGVVHGVATVAEKTKEQVTNVGGAVVTGVTAVAQKTVEGAGSIAAATGFVKKDQLG
	NAC peptide of a-synuclein
	[46]

	GYLTVAAVFR
	b-tubulin
	[45]

	SYGGEGIGNVAVAGELPVAGKTAVAGRVPIIGAVGFGGPAGAAGAVSIAGR
	Chorion A
	[47]

	GNLPFLGTAGVAGEFPTA
	Chorion B
	[48]
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