Tables

Table 1 - Summary of eSNP analyses
AF? CTWM-GS analysis® |G analysis* Overall mean®

Gene symbol ~ eSNP  Allele?

CEU Asian BD p-value GS p-value CEU  Asian CEU Asian Diff. p-value
ANKDDIA  rs871447 CIT 042 003 032 14E-07 067 79E-42  99E-19 38E-18 838 74 099  1.8E-15
FLJ20444 141373149  G/IC 001  0.29 026 3.7E-03 -072 10E-35  17E-03 7.0E-31 652 698 -046 1.9E-04
NAPRT1 1510112966  T/C 024 057 014 17E-01 075 11E-3¢  24E-12 24E-22 987 897 09  4.6E-09
HLA-DRB5  rs9271850 AIG 018 034 031 17E-01 085 51E-31  16E-08 43E-19 1313 1196 116  2.0E-04
uTS?2 rs161822 AIG 002 053  -062 55E-05 -1.38 23E-25  16E-09 32E-17 654 854 -2  1.3E-28
LOC389493  rs11238381  C/G 018 055  -044 11E-05 -052 97E-22  13E-11 93E-12 671 766 -096 6.6E-14
CHI3L2 rs11102223  T/G 051  0.26 0.2 27E-01 -0.69 13E-18  11E-06 22E-17 1063 1153 -0.89  4.6E-04
C160rf75 rs4451969 TIC 072 022 0 97E-01 052 27E-18  20E-10 15607 994 942 052  1.0E-07
Clorfl15 rs425437 T/IC 006 032  -021 13E-01 -057 15E-16  86E-05 55E-13  7.07 7.85 -078  1.6E-06
C8orf13 rs998683 TIC 073 033 037 12E-03 -053 67E-15  44E-06 17E-08  7.86 802 -017 15E-01
KIAA0748 rs7962801 T/IC 089 0.3 002 7.8E-01 -053 66E-14  43E-08 58E-07 687 738 051 4.3E-22
MOSC2 rs425437 T/IC 006 032  -013 38E-01 -05 12E-11  56E-04 98E-11  7.69 832 -0.63  3.0E-04
TSPAN32 1s756920 C/G 006 072 001 93E-01 -06 15610 13E-05 15E-07 639 698 -0.59  16E-17
IGHA2 rs10483288  A/C 022 000  -427 18E-19 137 35E-09  12E-05 NA 1087 1377 29  1.3E-09
SYNGR1 rs5757611 T/IC 024 057  -005 69E-01 -051 10E-08  1.3E-03 10E-05  7.03 759 -056  8.4E-06
GPER 151419772 G/IA 043 002  -002 90E-01 -06 13E-08 12E-06 1.1E-01 95 1012 -062  1.9E-05
C3orfl4 rs2337387 T/C 059 001  -171 85E-08 159 15E-08  5.4E-05 7.9E-02 87 882 -012 53E-01
IGK rs604127 T/IC 019 006  -3.39 53E-18 051 59E-07  15E-06 7.0E-01 803 1092 -2.89  7.2E-12
IGHV6-1 rs17710010  A/G 023 000  -147 19E-11 058 88E-07  3.0E-04  NA 884 973 -0.89  4.7E-05
CADM1 rs613699 GIT 041 000 139 16E-12 -064 92E-07 36E-04 NA 76 686 074  6.2E-06

The minor/common allele in the combined population. ?Minor allele frequencies of eSNPs in the CEU and Asian populations. *Results
generated from CTWM-GS method. The four columns, from left to right, are baseline difference, p-value of the baseline difference tested by the
CTWM-GS, genetic score, and p-value of the genetic score tested by CTWM-GS. “P-values of the SNP-GE associations in the CEU and Asian
populations tested by the 1G method. *Arithmetic mean of gene expression values in the CEU and Asian populations; the difference of these two
means is shown under the column “Diff.”, and p-value of the difference is calculated by the Welch’s Two-Sample t-test.
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