IG method
123 eQTLs identified with
68 unique GE traits and
114 unique SNPs

709
SNP-GE
(628
GE traits,
586
SNPs)

CTWM method CTWM-GS method
9,813 eQTLs identified with 3,343 eSNPs identified with
1,855 unique GE traits and 1,505 unique GE traits and
6,599 unique SNPs 2,456 unique SNPs



