[image: image1.png]50 70 90

Alignment specificity

30

overall more insertions

more deletions

T T T T T T T T T T
3 4 5 6 7 8 3 4 5 6
Number of species

T T T
3 4 5

O clustalw + mafft
A dialign-tx X mavid

< mlagan
v pecan





Figure S2. Performance of multiple alignment tools compared by alignment specificity. The scores were calculated by using all synthetic data sets (left panel), and by using only data sets where the expected number of insertions is two times more than the number of deletions or vice versa (middle and right panels respectively).
