
Prot1A
UniprotAcc: X1
Sequence: S1
TaxID: 9606

Prot2A
UniprotAcc: X2
Sequence: S2
TaxID: 9606

External Database A

Prot3A
UniprotAcc: X3
Sequence: S2
TaxID: 9606

Prot4A
UniprotAcc: X4
Sequence: S2
TaxID: 1004

Dom1C
UniprotAcc:

X1, X2
Dom2C

UniprotAcc:
X1,X2,X3
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Dom3C
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X3

Prot1B
UniprotAcc: X1
GeneSymbols:
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Prot2B
UniprotAcc: X2
GeneSymbol:

G2

External Database B

Prot4B

Gene Symbols:
G4
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Prot3B
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