
 
A. Alignment(s) of protein sequences  

with assigned phenotype group 

 

B. Structure known? 

No 

C.   Predict structure with e.g. SABLE 

D. Alignment(s) with assigned structure. 

Input to DeltaProt 

Yes 

F. Compute similarity 

between the 

sequences 

 

G. Calculate, test and 

plot substitutions; 

e.g. Figure 4. 

E. Calculate, test  

and plot 

frequencies and 

compositional 

changes; 

e.g. Figure 3 

H. Read properties  

from file.  

Compute property data 

for each sequence. 

 

I. Calculate, test and 

plot significant changed 

properties; e.g. Figure 5 


