Table 3. The probability of choosing correct model among three competing models (one isolation model and two migration models) using ABC model choice and a mixed prior of the three models with equal probability (Nm = 0.0, 1.0, and 10.0 migrants per generation between descendent taxon-pairs). Results are obtained using two alternative summary statistic vectors (Dm = the across loci mean (b and Dm = the across loci mean of (b and the across loci mean of Wakeley’s (). “Strong” and and “moderate” Bayes factor support is according to the index of Kass and Raftery (1995). Model choice is conducted using untransformed model indicator parameter values (A) and model indicator parameter values transformed with polychotomous regression (B). 
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