Average prediction accuracy (%)

100

100

200

300

400

Read lengths [bp]

500

600

700

HGM

H MGA

H Orph

B Consensus
B GM|MGA
H GM|Orph
H MGA|Orph
B GM|MGA|Orph
U GM&MGA
B GM&Orph
B MGA&Orph

" GM&MGA&Orph




