
4 Shewanella baltica
MUMi=0.25

5 Acinetobacter baumannii
MUMi=0.21

8 Yersinia pestis 
MUMi=0.03

8 Helicobacter pylori
MUMi=0.29

11 Streptococcus pneumoniae
MUMi=0.14

13 Streptococcus pyogenes
MUMi=0.13

15 Staphylococcus aureus
MUMi=0.1

30 Escherichia coli
MUMi=0.24

20 Nmen verA
MUMi=0.19
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