
Supplementary Table 1: Details of  microbial metagenomes used in this study 

 

Name NCBI Genome 

project ID # 

Biome Reference 

Acid mine 13696 Mine drainage Tyson et al., 2004 

Lean mouse gut 1 17391 Animal associated Turnbaugh et al., 2006 

Lean mouse gut 2 17393 Animal associated Turnbaugh et al., 2006 

Lean mouse gut 3 17395 Animal associated Turnbaugh et al., 2006 

Obese mouse gut 1 17397 Animal associated Turnbaugh et al., 2006 

Obese mouse gut 2 17399 Animal associated Turnbaugh et al., 2006 

Healthy fish gut 28389 Fish associated Dinsdale et al., 2008 

Morbid fish gut 28391 Fish associated Dinsdale et al., 2008 

Cow Rumen 1 28607 Animal associated Dinsdale et al., 2008 

Cow Rumen 2 28605 Animal associated Dinsdale et al., 2008 

Cow Rumen 3 28611 Animal associated Dinsdale et al., 2008 

Cow Rumen 4 28609 Animal associated Dinsdale et al., 2008 

Chicken ceacum A 28597 Animal associated Dinsdale et al., 2008 

Chicken ceacum B 28599 Animal associated Dinsdale et al., 2008 

Lean human gut 32089 Animal associated Turnbaugh et al., 2009 

Obese human gut 32089 Animal associated Turnbaugh et al., 2009 

Porites compressa 1  28433 Coral Dinsdale et al., 2008 

Porites compressa  2  28431 Coral Dinsdale et al., 2008 

Porites compressa  3  28429 Coral Dinsdale et al., 2008 

Porites compressa  4  28435 Coral Dinsdale et al., 2008 

Porites compressa  5  28427 Coral Dinsdale et al., 2008 

Porites compressa  6  28437 Coral Dinsdale et al., 2008 

Porites astreoides   28371 Coral Willner et al. 2009 

Coral reef: Kingman 28343 Marine Dinsdale et al., 2008 a 

Coral reef: Palmyra 28363 Marine Dinsdale et al., 2008 a 

Coral reef: Tabuaeran 28367 Marine Dinsdale et al., 2008 a 

Coral reef: Christmas 28347 Marine Dinsdale et al., 2008 a 

Marine 1 19145 Marine Mou et al., 2008 

Marine 2 19145 Marine Mou et al., 2008 

Marine 3 19145 Marine Mou et al., 2008 

Marine 4 19145 Marine Mou et al., 2008 

Freshwater 1 28407 Freshwater Dinsdale et al., 2008 

Freshwater 2 28405 Freshwater Dinsdale et al., 2008 



Freshwater 3 28603 Freshwater Dinsdale et al., 2008 

Freshwater 4 28387 Freshwater Dinsdale et al., 2008 

Low salinity 1 28359 Hypersaline Dinsdale et al., 2008 

Low salinity 2 28461 Hypersaline Dinsdale et al., 2008 

Low salinity plasmids 28443 Hypersaline Dinsdale et al., 2008 

Medium salinity 1 28449 Hypersaline Dinsdale et al., 2008 

Medium salinity 2 28459 Hypersaline Dinsdale et al., 2008 

Medium salinity 3 28379 Hypersaline Dinsdale et al., 2008 

Medium salinity 4 28377 Hypersaline Dinsdale et al., 2008 

High salinity 28453 Hypersaline Dinsdale et al., 2008 

HS Bison 34801 Thermal Bhaya D et al., 2007 

HS Octopus 20725 Thermal Bhaya D et al., 2007 

HS Mushroom 20723 Thermal Bhaya D et al., 2007 
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