Additional File 1.  xMSanalyzer results at different +/- m/z tolerance levels (ppm) for merging features identified at {3,0.3} and {3,0.8} (Sample Set 1, 44 samples, min.exp=50%)

	+/- mz tolerance level (ppm) for merging {3,0.3} and {3,0.8} 
	Number of features
	Average median PID
	Number of features with median PID <30%

	1
	2559
	36.58
	1266

	5
	2412
	35.91
	1213

	10
	2384
	35.69
	1208

	20
	2367
	35.53
	1203


