
Protein Complex Detection using Interaction Reliability As-

sessment and Weighted Clustering Coefficient

The algorithm to calculate the MMR is shown in Algorithm 1.

Algorithm 1 Algorithm for calculating MMR

Maximum Matching Ratio(reference, predicted, score threshold)
n = size(reference)
for i = 1 to size(reference) do

cmplx1 = reference[i]
for j = 1 to size(predicted) do

cmplx2 = predicted[j]

matching score = size(cmplx intersection)2

size(cmplx1)=size(cmplx2)

if matching score ≤ score threshold then

continue
end if

scores[i, j + n] = matching score
end for

end for

for i = 1 to size(scores) do
for j = 1 to size(scores) do

add (i, j, scores[i, j]) to input ⊲ syntax may differ based on the declaration of “input”
end for

end for

mates = Max Weight Matching(input) ⊲ Max Weight Matching returns a list, here mates, where
⊲ mates[i] = j if i is matched to j and mates[i] = −1 otherwise:

for k = 1 to size(mates) do
if k < mates[k] then

score = score + scores[k, mates[k]]
end if

end for

return score
n
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