
Prodigal after GMV
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GMV does not add or remove genes.

Prodigal after Mugsy−Annotator
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Prodigal after eCAMBer
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PATRIC after Mugsy−Annotator
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PATRIC after eCAMBer
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correctly removed genes
correctly added genes
incorrectly removed genes
incorrectly added genes

Assessment of the correctness of gene removals and additions


