_type

description : String
sample_prep : String
species : String
tissue : String

AGML

date : String
id : String
project_id : String

update : String

1
A

Conditions

equilibration : String
sample_prep : String =

1
A

< virtual
1 |date : String
gel_id :String

real_gel_id : String
update : String

1

second_dimension

first_di

apparatus : String
carrier_ampholytes : String
gel_type : String
gradient_type : String
ief_notes - String

rehydration : String

volt_hirs : String =

h

1

ph_range

high_ph : Float
low ph :Float =

apparatus : String
densitometry : String
gel_compaosition : String
gel_size : String
running_cond : String
staining : String =

reals
1

A
n

real
date : String
gel_id : String

gel_img_loc : String
update : String =

HE

ion_number : String

mass_spec

database : String
fix_modifications : String
mass_fragments : String
mass_tolerance : String
missed_cleavages :String
optional_modifications  : String
peptides_matched : String
pi_limits : String
prot_size_limitations : String
protein_coverage : String
search_engine : String
species_limitations  : String 5




