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Figure 4: The fraction of the benchmark set that is identi�ed (y-axis) as the function of the highest ranked
genes (x-axis). The solid (resp. dashed) line corresponds the robust detection having �xed (resp. unknown)
frequency. The dotted line shows the performance of the random gene selection. The columns from left to
right correspond to the Alpha, the Cdc15 and the Cdc28 experiment by [6]. The rows, from top to bottom,
correspond to the three di�erent benchmark gene sets B1, B2 and B3. for more details about the benchmark
gene sets, see [16].
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