
 
 

T  G  A  T  C  A  G  A  T  C  A 
|  |  |  |  |  *  |  |  |  |  | 
T  G  A  T  C  T  G  A  T  C  A 
35 40 30 35 40 30 35 40 30 45 30 

Acceptable substitution

A  C  T  G  A  C  T  C  A  G  T 
|  |  |  |  |  *  |  |  |  |  | 
A  C  T  G  A  G  T  C  A  G  T 
15 10 10 15 10 15 10 15 10 15 10 

Unacceptable substitution A 

B SNP

CAGGAAGGCTGTGAGGTGGACCGGCTTGGA[C|T]GGGTCATCCTTAGGGAAGCTCTTCACCTTA 
                               C(0.613, 2048/3339) 
                               T(0.387, 1291/3339)  


