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Score

Marne
mitogen-activated protein kinase 10
interferon, omega 1
p300)CBP-associated Fackor
peripheral myelin protein 22
mitogen-activated prokein kinase 3
mitogen-activated protein kinase 10
cullin 1
GCMS general control of amino-acid synthesis S-like 2 {ve
cullin 5
turnor protein ps3 (Li-Fraumeni syndrome)
pleiomorphic adenoma gene-like 1
growth arrest-specific 7
pleiomorphic adenoma gene-like 1
palyirC) binding protein 4
cyclin-dependent kinase inhibitor 2C (p15, inhibits COK4)
protein phosphatase 1, regulatory {inhibitor) subunit 152
w-myec myelocytomatosis viral oncogene homolog {avian)
cullin 1
palyirC) binding protein 2
growth arrest and DMA-damage-inducible, alpha
Ras association (RalGDS/AF-6) domain Family 1
cell growth regulator with EF hand domain 1
cyclin-dependent kinase inhibitor 1C (pS7, Kip2)
w-myec myelocytomatosis viral oncogene homolog {avian)
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