
Assume a model 
parameter value **

Predict the contig 
spectrum

Compute error between 
actual and predicted 

contig spectrum

Modified Lander-
Waterman algorithm

C
ha

ng
e 

th
e  

m
od

el
 p

ar
am

e t
er

 v
al

ue

Assume a total number 
of genotypes *

C
ha

ng
e 

th
e 

to
ta

l n
um

be
r 

 o
f 

ge
no

ty
pe

s

Assume a rank-
abundance function *

C
ha

ng
e  

th
e 

ra
nk

-a
bu

nd
a n

ce
 f

un
ct

io
n

Input:
Contig spectrum and
various parameters

Output for each function:
- Rank-abundance model

- Diversity estimators
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