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Mining published lists of cancer related microarray experiments: Identification of a gene expression signature having a critical role in cell-cycle control
Details on expanded clusters
Average of correlation values
 
EWS/FLI
pRB
p16
p16, pRB, EWS/FLI downregulated probesets, initial set
0.711
0.857
 
p16, pRB, EWS/FLI downregulated probesets, expanded set
0.696
0.831
 
EWS/FLI downregulated, pRB upregulated initial cluster
0.838
0.947
0.926
EWS/FLI downregulated, pRB upregulated expanded cluster
0.713
0.86
0.81
 

Standard deviation of correlation values
 
EWS/FLI
pRB
p16
p16, pRB, EWS/FLI downregulated probesets, initial set
0.241
0.222
 
p16, pRB, EWS/FLI downregulated probesets, expanded set
0.168
0.164
 
EWS/FLI downregulated, pRB upregulated initial set
0.161
0.074
0.111
EWS/FLI downregulated, pRB upregulated expanded set
0.187
0.147
0.191
 

Distribution of correlation values 
EWS/FLI downregulated, pRB upregulated expanded set
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