
Table S6

The likelihood ratio values of predicted domain interaction, the numbers of predicted domain interactions,

and the overlap with domain interactions from H. pylori. We used 1,101 domain interactions in H. pylori

involving 206 domains. Numbers in the first column indicate the likelihood ratio values for the domain

interactions, and the second column is the number of interactions having the corresponding likelihood ratio

values. “Fold” indicates the ratio of the fraction over expected value (5.2%).

Likelihood ratio values Interactions Overlap with HPDDI Fraction Fold

Random domain pairs 21,321 1,101 5.2% -

>0 1,640 119 7.3% 1.4

≥1 561 81 14.4% 2.8

≥4 346 73 21.1% 4.1

≥6 265 69 26.0% 5.0

≥11 242 65 26.9% 5.2

≥21 178 47 26.4% 5.1

≥51 117 34 29.1% 5.6

≥81 99 32 32.3% 6.3
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