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Mitochondrion organiz... [GO:0007009] 1: 6 | 0.12

Iron ion transport [GO:0006826] 2: 4] 042
DNA metabolism [GO:0006259] 3: 15| 0.09
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Voltage-gated ion-sel... [GO:0008308] 1: 2] 1.00

Ferric chelate reduct... [GO:0000293] 2:5]019
Serine hydrolase acti... [GO:0017171] 3: 7006
Protein binding [GO:0005515] 4: 5007

ATP dependent helicas... [GO:0004003] 5: 2 | 0.34
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C Average silhouette width : 0.48

Mitochondrion [GO:0005739] 1: 91049

Mitochondrial outer m... [GO:0005741] 2: 2| 1.00
Plasma membrane [GO:0005886] 3: 2] 1.00
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