root

Biological process

sC =0.42

Cellular procesg —G0:0008150 \m;iglogical process

G0:0009987 0:0007582
\%{ar physiolo‘qica/ #
Ggrgggggm Localization
) G0:0051179
Establishrment
Transport of localization
lon transport,_GO:00068]0 GO:0051234 ~h.gecretion
GO:000681 1 GO:0046093
POR2/$L114C
Cation transport .
A~G0O:0006812 Siderophore Ves_lcle Secretory
Di-, tri-valent A transport medisted pathway
inorganic Metal ion GO:0015891 ransPOMt 550045045
cation transport GO:S(’$11.$/1 92 SYT1/
transport GO:0030001 YPR095C YPR095C
GO:0015674 /
SATransition
metal ion
transport
G0:0000041
Iron'io Siderophore-iron
transponrt\b transport
G0:0006826 G0:0015892
FET5/YFL0O41W FRE4/YNRO60OW
B root sC=0.19
Molecular function
G0:0003674
Catalytic activity
GO:0003824 4
Lyase activity4'/ Oxidoreductase
G0:0016829 activity
) !AO:OO% 91
Oxidoreductase Oxidoreductase \
o\ activity, activity, Oxidoreductase
acting on acting on activity,
chel?t_ase the CH-CH the aldehyde oxidizing
a.ctlwty group of or oxo group metal ions
GON(I)I(E)%?ZS donors of donors
YBR213w G0:0016627  GO:0016903
ibid, ibid, ibid,
NAD or NADP NAD or NADP  NAD or NADP
as acceptor as acceptor as acceptor
G0:0016723

G0:0016628 GO:O%16620

Succinate-

y:om 67&

ibid,
oxygen
as acceptor
GO0:0016724

precorrin-2  semialdehyde  Ferric-chelate Ferroxidase
dehydrogenase dehydrogenase reductase activity
activity [NAD(P)+] activity 0:0004322
G0:0043115 activity G0:0000293 FETé/YFL041W
MET8/YBR213W 00009013  FRE6/YLLO51C

UGA2/YBR006W FRE4/YNRO60OW

c root SiC =0.20
v
Cellular component\>
c Protein (G0.0005575\ Membrane-
ell complex Organelle enclosed
G0:0005623 GO:0043234 0:0043226 lumen
’ GO0:0031974
Non- A/Mem%rane
Intracellular membrane-bound bound
GO:000568 ntracellifar organelle organelle
G0:0043228 G0:0043227
3229\<‘ r'd
A Intracellular Intracellular
non-membrane- membrane- Organelle
bound bound lumen
organelle organelle G0:0043233
G0:0043231
. ucleus
DNA Rnbonut_:leo GO-0005634
Chromosome polymerase protein
G0:0005694 complex
Condensed
chromosome
G0:0000793
Nuclear
chromosome

A/CSO:OOgOZZSAw ¥

Condensed Replication

nuclear fork (sensu Replisome
chromosome Eukaryota) GO:00308%
G0:0000794 GO:0043596

DMC1/ “aReplisome
YER179W (sensu Small

Eukaryota) nucleolar

GO:O%?’G y ribonucleo
delta DNA protein

polymerase complex
complex G0:0005732

GO0:0043625 NOP10/YHRO72W-A

HYS2/YJR0O06W
Node

Shared node




