
GTTAGAG...
GTTAGCG...

ATCAATA...
ATCATTA...

AATCAAA...

GTTAGAG...

ATCAATA...

AATCAAA...
AATCAAG...
GATCGAG...
GATCGAC...

TATCAAAAGTTAGGAGGAGG...

    T     C     A     G
T -0.27  0.07  0.16  0.04
C  0.11 -0.23  0.07  0.05
A  0.10  0.04 -0.25  0.11
G  0.01  0.20  0.05 -0.25

    T     C     A     G
T   6     0     1     0
C   1    13     2     0
A   2     1    48     1
G   0     0     1    10

Ancestor + Q

Summary statistics
derived from all

three-way comparisons

evolve
Sequence TriplesPhylogenetic

Tree
Counts

    T     C     A     G
T  0.86  0.0   0.14  0.0
C  0.06  0.81  0.13  0.0
A  0.04  0.02  0.92  0.02
G  0.0   0.0   0.09  0.91

P
    T     C     A     G
T -0.16 -0.01-0.01  0.16 -0.01-0.01
C  0.07 -0.21  0.13 -0.01-0.01
A  0.04  0.02 -0.09  0.02
G -0.01-0.01 -0.01-0.01  0.10 -0.10

Q

choose triples count changes

normalize
rows to 1

matrix logarithm
^ ^combine for

all triples


