>gi | 77457134 ref|YP_346639.1] ATP-dependent transcriptional regulator, MalT related, LuxR
family [Pseudomonas fluorescens Pf0-1]
MTAMTHAPDRPGFLPRLSAHHLPRPRLTASLLESSARVRL I CAPAGSGKSTLFTECLLQAPLECTVCWLPLAGLSMSVAA
FCERLAQALGLAAADESSLLNELARRSSPVWVFLDDYCRVEEPALDALLDRMLALASPAVTWWIGTRRRPQCNWPRLLLD
DAVYECERAALALSRGE IAQLLRHLPPAQAGDVAGR I LQRSGGWCAGVR I LLMQKCDWSQKTLPQQRMDTLLDYLQHELF
SGLSPELAEAWRVLAHLPRFNASLCDHLFGAGEGAQWMRTLQTLGCF I EPWQGSPDWLQVCAPLSRLMRDEPWSAGRSWH
RLACQWFAAGQHWKCAFEQALLAEEYEVAVSLLQHFTFEHLFEEQTVVLLLRLYEQRGEELLLGSAQLVGL ITAALLFAG
RFAQAADC I GQLSRFLPPPSASQQRQL I ARWQAQQGWL LHLQGHMDEARAHFEQALNDLSPQAWTARLLCLSGRTQQALL
CGDLELAHSINREALCLARAEGSLLFEALLELDHAQLLEQRGATARAEDLLAGLCEMLGASVERPTPMLGRIALRRGRLA
LTMGQQGRAAVFFQQGLDDCLRSYDKRVLYGFLGQAQLAADQGDYPRAFMRLRDAERLMQQRQIPDTVYRGVLLQVSSEF
WLQQGRPELAREALSRVLRHYRGPRARQAPPATLELVPRIECLLILSETRLHQMQTSLVRLRALLTSAQARGMVRLEAEL
LLTLTEVAL ILGEPDQARSFFDQGCQIITRCSLQQMLAELY IRCVEMPSRWR IDEAAEQVDEQSTT INPLSQRELKVLQL
IAFGDSNLQIAEKLFISLHTVKTHVRRIHSKLGVERRTQAVAKAKLLNLC

>gi1]15600782]ref|NP_232412_1] malT regulatory protein [Vibrio cholerae 01 biovar eltor
str. N16961]

MRFKLKEHEALTG I DERKKMW IPSKLTRPGRLHNATVRPRVLDLLQHATCYKLVLFRSPAGYGKTTMAAQWLADKPNLGW
YS1DDSDNDPFRFMNYLLQA INKATHNACPNAQKLAEKRQFSSLHSLFSEVFAEMADYHGECYVVLDDYHL IHDET IHEA
MRFFLKHMPDNLTLVVTSRSTPPLGTANLRVRDLMIEIGNELLAFDTEETTRFFNQRVSDG IDALTANHLRDYVEGWPSA
MQL TALQAQHQHRTLAQT IESVSHFNHAHLWDYLVEEVFDLLDDETRYFLMQCSVLDHFDDALVSSLTGRDDALAMIESL
NRFGLF1SPLEGETNWYRFHNLFAEFLAHQRQAR I PQQEQDLQRAAAKAWLEAAAPHQALRHAHLAQDTELLASILSQYG
WKMFNQGELEVLEAAINQLSPPQLYREPKLCMLQAWLAQSQHRYNDVGALLAKAAKEMKALNVELSTKEQGEFNALRAQV
AINQNEPEKALELAELALSQLDHTTYRSRIVATSVVGEVNHVLGHLSRALSMMQQTEKLARQYQVYHQALWALLQQSEIL
LAQGYVQAAYEVQDNAFKL IEEQQLHQVPLHEFLLRIRAQILWCWNRLDEAEQAAYKGLSVLENHSQSKHLHCYSMLARI
AIGRGELDKAGRFIEQIQHLLKQSTYHVDWTANASLSLLLYWQVKENSTE IRQWLQSSTRPDKACNHFSQLQWRN IARAQ
I1QLGELSEARHTLDFIQEQAQEYQLVTDTNRNLIVEALLAITEGDDLQACHKLKQALRLTNQTGMIGNFLIDGSKIGHLL
EKLVHKGELGDLERHRAHLLLKEISTTQRSRS IHFDEEFVEKLVNHPNIPELVRTSPLTQREWQVLGL 1 YSGFSNEQIAH
ELDVAGTTIKTHIRNLYQKLNIANRKEAVQTAEQLLQLMGY

>gi]504484|ghb|AAC44880.1] AcoK
MKPLDLEGRQSPSLVSGPLRLTRGLPLILTKFVPPRSSIQLLERPRLLQLLSPVQQCRLGVVCAGAGFGKTTLLAQWHQQ
MVAQGER I AWLSLDEDDDDVWQF IPYLLQALRPLYADWDADFWRDMEEQKLSSSEQLLAGL INQLHYCPHDVYLI IDDFH
VINVRGVYEALGYL IKHAPAALHL I IGSRFHPNLALSQLQAQDQLVEIYDRDLQFTLEETKHYFSRTVALPLSNHHAQRL
QSVTEGWIAGMK IASLSAELQNDPEHLLRNMHGGTRSIARYLKEVVLDPLPEEVLDFLVKTSFLSRLNAELCNAVTGRDD
SKAMLAW I ERHNLFLSALDEQGYWFRYHPLLQENLRTMLQQNND IDRKQLHELASHWFVEQKLWSEAVRHALSAGKPVHS
PVQDGASAQSLAEEGDIDTL I SWMHHLPPSTDPSR IDLQINLAWALAHYFHFDESRQLLDNLDQMVLHHREDLTRSTWCK
LRVVRAICEAFAENIPESLAIVQPLLAEVPCGDTWVDGL ICNILSYCHVVNQRYHDALEVQQHMPSPESPLDNLFVSVYR
AF1TAQCHLCQGDLGKAGWYAEKTLRQAECYTGTQSTSGATLAPLLAEIAYECQRGDSPEHLLADRLEFIDRFSPPDALS
RCYTYLARQALDNDMPYEAERLLEHAQRLAVSRGWQRLQAMLLAEQVRVRLQRGNFTGAEQLQRQLEQMAASFRMDAEHP
CQRAITVMSASLSRSRLLLARGQAPQACVLLAEMVSDQESRGDRLTAARLRTLWSLALWNSGKTAAARTTFQPVVQLAEQQ
HLTGLFLDAGDTLQPLLAGMNETSSACKEKGGVHEPWADKRAPADGTPFNSGSPD IPGELSEREFQILQLIAEGQMNKEI
ARSLAISAETVKWHIKNTYAKLKVNSRTQAMSRALEMKLLD

>gi1]48781464 | ref|ZP_00278072.1] C0G2909: ATP-dependent transcriptional regulator
[Burkholderia fungorum LB400]

MARLLEARRQRCVV I1QGPAGSAKTSTMLALRQAMLTLDFDVAWLSLAPEDDDLTAFFHGLLASLASVDPAIVREAELLVG
RESEETAVEHWV I TLVRG I TRRKRELVLMLDDVHYLQNAR I LDALRWLLDYAPPQLHVVLASRRALPVSLARLRSQGLAT
ELDREDLRFSAEESERFLREQLGD I TKRDAQVVHELTDGWAAGLQLFAIDLKTRKGAAFAPATVRDAETFAHYFEREVLV
RLAAEDLLLLTRAALCERFCARLCASLMQHASSAGDVAARLSRLEGDNLFITQTGVGQDGETWYRLHPLLREVLQRRVAG
LPAAELRELHAAAWQWLSVQGYVDEAVHHAVLADNAQAAADLVEGCAHDLLARGELRQLAGLVRRLPPAQIAERFDLRVI
TAYLQMYAGETDALMQS 1QQIASRSERPDPRQRYALELLRGGLALQRDDTDSVVALLPELQRVPADADDF IRAGRGNILS
WMFITHRGDYQQARKVLEEGAPHGGAPRG I LLGRCMSGMTHAAEGQVLLAERVFCDVLAEAEKQGPAYVG I ACMAAALLGE
ALYELNDVDASLRLLAERIGVLERVSIPDTVLRALVVLARAHRFAGRRSEAYDYLERLEDYAKRHGVDRLLANALCLRSR
WLLEEGRLDEAEAALLRCETLAARYTGAVRSTAWE I SVCADLAR IRMCLHLNDFDGAMSRLKPLSALSEAGGRWCRVIGL
RLQMS I AEQGRHNDRAAREHLVEALRLGHRLGLMRSLLDELGPCRQILDALPLEQDFDPVLAFYAQRL IDAGQASAPAAP
PAAAAHVP 1QSLSERENEVMGLLALALPNKK IARVMDVSLDTVKWHLKN I'YRKLEVSGRDGAVAKMRDASAR

>g1 68556571 ref|ZP_00595913.1] regulatory protein, LuxR:Bacterial regulatory protein,
LuxR [Ralstonia metallidurans CH34]
MSQPFSAPAESASIDVFADISPDVSPDVSPDVSPLSAARAHPRGTARVVARERLLAQLTEARRRRCIVIQGPAGFGKTAV
LVAWRLDLRALGFDMAWVTLADDDNEMTHWLDHVLSSLAQVSPAITREAALLGGLGDLESEAIERTVIALVGGIAACPRE
1VLVIDELHRLTNPRVLEAMQWLLDYAPPNLHVVLASRSQVPLSLGRLRDQDLVLELDQRDLRLTADESRRFLATQLTGI
DARDARVLHELTDGWVAGLQLFATHWKRKKQDANSLSFANDFVRANVLNAGAFSAYFEREVLSRLAPDEAELLVHAAACE
RFCASLCVALTGGRADSEPVVSALLARLDNENLFIEPVQGPDRAPWYRLHPLLRETLAERFRQRSESVRHQVHMAAWQWF
RDHRLLVEAVRHAVLAGESGTAADLVERYSSTL IGRGEVRKVAGLLHQLPKPEVRARLALRLLTVQMQLYAHEVDAARAD
LDALDGELPAEGELRQRLRQLQTMWMVLTDNAEGAQRLQPLLESMPDD I GGLMVGARNNLLTWLYMHQGNYERARAIQSE
NAPL IVEGAPLLGSAAGMLNGRCMAAFSYAIEGKITQVERICRDV IRESEQAGAFGTEPEYFAAAMLGEVLYEQNQIEAA
LAMLEPRVDVLERISIPDSVLRVFMTLANCHAARGHHLDAFAYLERLEEHATRRRLDRLLAHSLAGQVRLHRRAGDPAAA
DACLARLEAIAERHRDAGPGTMDE I LLVARRARVKGYLDDGDPAKAAAAVGPL I DQCQRRGWQRHLAQMQWMAALADHRL
GNDASARERVLAALRAGHRLGLVRSLLDVDPGALDE IAALAQQPGEAPDPLLAFY ISRLRATGATNPMTSARAAAPATLR
TLAEPLSEREADVVELLGQALPNKKIARTLGLSPETVKWHLRN IFRKLGVTSRDEAVARVRDLSRPS

>gi | 73537679 ref|YP_298046.1] regulatory protein, LuxR [Ralstonia eutropha JMP134]
MRHQIPSQARRPQRQREATDAALPRAQPGTQAPASVAPQPTSTCQMTSVNRGAGAAFSELALKTMPPRAPRHLLARARLS
LDSEALRDRPAIVVQAPPGFGKTLLLAQWRREYLAHGAAVAWISADTHDDPLHFLQCLVLAVRAGGARPGFGRTLLEGAA
AAPGSTEGLTAWLAEVAQTSLDLVL 1VDEAERLSQDGVAALLYLLHNAPPNLR IVVAARGGFDTAVAELTAYGQCAGIGA



QALRFRFDETLTLVRNRFGDRVDADRCARLHELTDGWPLGLQLVLAAMERGADPRSVVDTMAARPADEGEHLVGGL I AKL
TPDDVAFLTRIAVVDHVHPDLCRALTGDEQAPGHLARL IRETP IFVSSDGSDWCRLHALARGALQARLAEVPRNEQAELH
ARALHWLAERG I TEEAARHAHAAGQHALAYELAGRSLYDAVMQGRLGTVLEWLERLPDAELDRYPGLRLAAAWVLALGER
HAEAEALVARMLEGAGDDTVLRYECALILS1AAYYADQPDRCLALLEPWQQQPATHDPRLAQMHANRMAMAATLLHGQTGN
ARRHLQLAPRGDLGEGHRYAARWGEFVTGLSYLREGQMMLSEAILRPTLASAEADLGRRHPLSCMLASLLAAAVYENGRY
DEAAALLANRLDVLERSGTAETSLLAYLTAARVAALQGVEHRALDLLEALYAVGVARRTPRLCMASLADQVRMHAGRFRA
ETCRAL 1VRLDELVAGAEADHGPLWRRDVVLMQAVAHANAA T AAQDWSSALDALRRAAPAAEAMKLGRKRIE IMALEAFV
RHRAGEDSRTLMLEAMNLAQTYGLARTFADAHPALADWARRLVEEETTEPGAGQPLPVARTPRRAERAVTEPRAVASTVL
TPKEREVLELLARNLSNKE IAQAIGVGEVTAKWHVKNLFGKLSAGTRKHAVRRAQLLGLLEGLE

>gi 47572956 ref|ZP_00242997.1] COG2909: ATP-dependent transcriptional regulator
[Rubrivivax gelatinosus PM1]
MPPSSPHRQLRSHPLEATTDWPTPLADELASTERGFPSDVRMHKLFTPPVYPGAVPRQAILDRVLQDDSLRVTVLQGPAG
HGKSTTLQQIKTAHEARGWRTAWLTLDDADNDPRRFESHLVAVMSLLHGRAASPGASRSGTGDAPRDLADWMLDTLSGRI
TPASIFIDEFQALRNEALLRFFRSVLARLPANVHVFIGSRTLPEIGLATLMVNRVASVVRADDLRFTPGEVTQFFADSAS
LQVSAGEVDAIYRRTEGWPAGVQLFRLALVSPEVRMALDGADDHGPRELAEYLADNVMSLQSPRMQEFLLKTSLLQRLSA
PLCTAVTGFEDAQELLVRLERSGLFLRALDSDNRWFRYHGLFSTYLAETLQRNGPEALRQVHKKAAQWCLAHELPEEAIH
HALCCRNFPLAASTLTDWSSQLVAGAEL I TLERWHDRLPFHEVAQRPALYV IRAAYALMFLRRRPKLRPLLELMAPQAGGG
DIVPTTNPDLCRAMSFLLVDDDMAAAADTVEQAGVVQRELEGFPAFELGAAANVLALGKVASGDFEGARQALALARAHLG
RGGGSFVGGYTAAITGSNLLVQGRLQEALAHLRDENAQEAPLDTSVAGAALAACHMFALYEANDLATLESLAHRFQREILS
ESVTLDFIAAAHIAISRMHEARGRSDEAVAVLDELERIGHTSPWQRLVAVSEWERVRRALAGGE IERAVALATRIAPDSR
DDAPHWIHLAEDVEGSGYGWIRLAIARHDHADAAQRIARERARQTGRVYRD IKLSVLETLLQQRMGARNAAHRCLRKALQ
LGRRGRYVRCLLDEGDGVIELLREAYQNLLRGHEPGGGTGTDPDRDY IELLLEASGTDLGRQAAGNALTEALSEREKEML
RFLLDGTTNREIAGRLFVSENTVKFHLKN1YSKLGVGNRLQAINTARALRLID
>gi1]|78063892|ref|YP_373800.1] ATP-dependent transcriptional regulator, MalT-like, LuxR
family [Burkholderia sp. 383]

MTSSDSRQAAGPADADG I EVLVRTKLAPASARGIVSRIARFGRLARGLDRRLTLVCAPAGYGKTTVLAEWRHALVATNVK
VAWVSLDQDDDNAS I FSSYVVAAIVDATGGVGGRAQRLLRDRAL IPLKIVFDELLNELEVAGVELVLMLDDYDRLASPVI
HDAMFELLRYAPSNLHVVLSCRSAPALPLSYFESRDELVRVDEDDLRFDEAETRAFFERVAGKPLSAENVGRLRAATEGW
VSGLQLAALALRDDNDAARVAEQVSHARAG I AAYLNENVMTQVPDAIRHFLLCTAVLDRMTPALCDALTGRDDAVACLEW
LSAHNLFIRSVDGGRRSYRYHALFLQYLREELALRRPDAVAALHRRASTWYAAERQWPDAVRHALAAGDFDAAAGWVEAC
AMKL IAASDVRTVLDWVSRLPEPALAGRLRLRIAHVWALALSMQMVDARRALEAIEAD IDARRLGTDAITATELLGVRSL
1AGLSDRSIESLELGERVLAAGPPAGSWVEQIGQTTL I FGFGYAGRLDDALDLRARAERAASGHEPLFAHVYRQNMSGLA
EFVAGRLHDASKTFETALRGAERSAGRLSAATALSAGYLSA1YYEWNDWPKVREAQRDRFD IAMQACSLGPLLRFMQTAA
VLQFRSGNEARAHEMLDEADH I ACSRQWLRLRVACMATGVRLHVSAGKLTQAHRVGRALAALVSAEPPEVASSFVETWQM
AQSARARLLLADARAEEAAGVMATVHDVLAARGFDWFAAQAAVLRAVALEQAGQEDDALAVLAPALEYGQGNGLVRTFVD
EGAVAERLTARVLKRADRFPAVGAWYLRELARAFEADRASNAAPAARPGTAGNLSAREVE I LDYVARGLSNKE IARALRV
APET IKWHLKN I FEKLNVTSRIQAVRSGLALDASSRTRVGDE

>g1]32041835]ref|ZP_00139418.1] C0G2909: ATP-dependent transcriptional regulator
[Pseudomonas aeruginosa UCBPP-PA14]

MGHRDGVPASTIPLLQTKLFPPSAGGLPLLPRQAL IDRLYEARGRRAMVLSAPAGFGKST ILCQLRLRLLEQGAAVAWLS
CDETDSEPQRLIQYLLASIQRVVPAFGGNTANLLGTDVAVPLEGILDAFLADLRRLEGPLYLFLDDFHRIRHAALPHGVR
YLIENLPDHVRVVASTRFRPRFLVDEPTLKPWTFCLSAEDLRLSREESDAFLLDLKGLELGERELKLLFKRTEGWITALH
LAALALSRNTDREGFLRGLSGTERNIADYLAEDVLASLPADLQLFLDQTSVLDEFNAELCNALTGRRDGLDMLMRLQNEQ
LFVIALDDQREWFRYHHLFAEFLQGRLSRHADPTPLLHAAARWCEGRDLADRAIKYALRARDYLFAAELLERQGARLIAG
NRVYGILGMLNG I PAEV IREHPVFQI FYAWQLAFEQRFAEAEAL I EEVSHRLLQGRGKVMHFGLGELLAAAQVLKALVLL
YQDKLEACLKVARHWLSMVPSNQPVFRASLLCVQASAHALLGDYAEAAGA I GSAREDLKVADSEYLQVVTSLIESLICKE
SGDLERGRAIAESARNRVEQVFGRRSRVGGPLSLAYADLLYEQDRHAGVLAELPLATVWRDVATPVELLSRGQLVMAKAR
FFSGAAEQGLAQLDEWLSGLLSPGYERVYAHAMSCKVQFLLWLRRPNEAERVCLQLERHLAGLSGERHADAQTALVLAEA
RLALSERHAERAQSKLESCLAGYSSAYQRDRRLRLSLLLSVAYWQKGNSEKAIGLFLATLEEAWNLGYRRLFQDDALWLL
PMWESWREAEPKRAAAWQGLADLLREQCRKLSVDPESFDENQDVSHRERE I LRLVAAGLSNRD 1 AQAVHLSEAT I KWHLH
NLFAKLGVKSRTQAVLKGKSLGLLSEA

>gi]73537995]ref]YP_298362.1] regulatory protein, LuxR:Tetratricopeptide TPR_4 [Ralstonia
eutropha JVMP134]
MRTSAVQSAAHGALPRGSRQPASSVLPMPERTDTPPPPSTLSQAATMPARAGMAQRGAARVVARERLLAQLTEARRRRCI
VIQGPAGCGKSAALMAWRLELLGLGFDMAWLTVEPEDNDLARWLDRLLGCLSDVSPAITREAMLLAGRGLDDEGVERTII
ALVRGIAACPRELTLVLDDLHHITELRVRDAMQWLVDYAPPNLHLVLVSRAALPLSLGRLRDQGLLLELDQRDLRFTAEE
SRQFLAAQLGD I APRDARMLHEL TDGWVAGLQLFATHWKRKRQHDSG I SFATDLVRANVQNAGAFAGYFEREVLSRLAPD
EAELLVRAAACERFSASLCAALSEGSQTEAEVLTLLARLESENLFIAPVEDSGRETWYRLHPLLRQTLAERFRARSERQQ
GGVHTAAWQWFRDHRMLEEAVRHA I LAGEAGTAADFVERFATTLMARGE IRKALVLLRLLPAEQIQQRIELRMLTLRMHI
LMHDADAAAA I ADRIEVDLPADADKLRYRLALQRLS IMVLRDDTAGAQALLPQVLQPPEQLEPFYAGGRNNLLSWLYMHL
GEFELARRVQTDAQPLMVEGAPLVGTASGSLNGRCMIGFSYALEGKMLQAERVCRDVLREVEHAGSARSEPEYFAAVLLG
ETLYEQGDLEAARRLLEDRVDVLERVSIPDTVLRVHTVLAAAHWLSGHRLDAFAQLERMEEYGNQFRLDRLVAQSLGYQV
LLHVVSGD IDTAEAVLSRLRAVALRHEHAPRGVLDAIHLSAERASILVSLAHNELDDAWRRVMGLLAYCEARGWQRHATQ
QHILAAVIASRRGDTETAQDHAMIALRLGHKLGLVRALMDTYPGSLDLLVAAAANEPQDPVLGFYVERLQAAAQVLPQMA
SGNTESTDHALAGQEELSDREADVVRLLAQALPNKKIARTLGLSPETVKWHLRN I FRKLNVSSRDEAVARMRDRGLGQDT
>gi]74016775] ref]|ZP_00687400.1] regulatory protein, LuxR [Burkholderia ambifaria AVMD]
MGRLRSSCFGTHAIDQAAARPHSPRGGLTRERGSTDPSPHAHPGRWPARHRR I PTAAPMAHPPDRADAPPTELVLKTTAP
RVPAQLLARARLSLAAPAFDARPVMLVQAPAGYGKTSLLAQWRRESLALGRAVVWLSADERDDAPRLLQGLVQAVRTGCA
RPGFGRL IAGGAARALEGLTAWLAEVAQLSIDALL IVDDAERLPAAGLDALTYVLHNAPQNLRV IVAGRRGLDRAAGDLL
AGGQCTLAGPEWLRFTLDET IALVGARFAQRVDADACARLFERVDGWPLGLQLAMAAMARSADPRQAVDALAARMDGTRD
RLVELLLANLSADDTAFLTRTSIADRLHPSLCAALLDDAEAPDRLARLARDTPLFIASDDSDWCRLHPLVRDTLRDRLAA



GPAAERSVLHGRAAAWLDAHGMTEEAARHAYAAGQVETAYALAQRCLEDAIKQGR INDVLDWLALLPDAELDKRPTLRIA
VAWALALGERHVEAQRQIAG I LADAATPAAMRYECAL I LSAAAYYADE I DRFVELFEPWADFTPPAATWLAQMHANRLSA
RAT1VGEPAQARRYQQAAPRGGTAAGFGYVARWGEL I TGLSYLCEGQIRLADDALSPALARAEADLGRRHPLTCMLAAMC
AAIAYEADRVDQAAALLANRLDVLEHAGTPDTVLLGYRTSARIALLRGVEHRAIDLLEALDALGVARRLPRLSVASLAEQ
VRIHAARYREATCHALVER IDAIAAAEFPSHGPLWRRPVVLLQATAHAGAALAARRWDDACAALDEAAVLAREMSLGGAR
1EIMALGAFALEQSGHDGRARLDEAMNLADMFGLTRTLADTHPAVADWARR I GDEAIERDAPARSAQPQPRIVPPAPRST
ASPRAVPSVVLTPKERAILELLARSLSNKE IAVALAVGEETVKWHLKNLFGKLDASSRKHVVRRALVLGLLESAP
>gi1]|73538584 | ref|YP_298951.1] regulatory protein, LuxR [Ralstonia eutropha JMP134]
MHKGVED I PLPARPPSRGLVASKLVPPASGPATLPRPQLVQGMLDASAARL I L IRAAAGFGKTTLMQQYAVQCAARQRST
AWLRVDGGDNDLERFLVHLDAGLQALHGKRKAARGTAPADDTTGPRLAHR I IEQVASAVLPFSILLDDFETVQSASVLNF
VQQLVEAMPPCGTLVIGSRVTPEIGLGRIRARGHLLE IHPAQLRFTLEEATAL IRERCHLPLRDSE IATLHRCTEGWATA
1YLATLSLQTRTDHAAFVASFSGTNLELAEYLAED I LAQQSDACRSFLLETSVLGQLSASLCDAVTGRQDSRAMIDYLER
ANLLLFPLDGDRTWYRYHQLFASFLQHRLDLQQPGRATELHRDAARWYLEQSRPVPAVDHLLQAGLHDEALPQIARQADA
LLSAGRVRLLVRWLDP IRPEALARHPRLRLARAWALLLNRRYADALQAVES I QALGDSGGSERLAVEAET IRCVLLVMTD
QVEACRQASMVQINRLGPDDLFQYCILANSLAYSLICTHRYDDARSVLSRAIQRGADERSVFMRSIADCLEGL IDLVHGR
LGNALARFHTASTRTWNDASGD I TGDKPAIDTSWSLALYENDALDEMARLLADALPYTKANGPPDSV IGCHVLSARLALL
RGDKEQWLRVLAELEQLGQQVNAERSVCSAWIERARVATLEGRLDAAEQALRAVDLYGGWEARDTAGHANDIERPSITRR
RLETAQGQHAVALAALDEAIGAAIAHQRFWRLLKLRILRATALDGLARRDEALQE ITEALRLASHEGFVRTFLDEGERIA
MLVRSWASAYQTQAAGLG IAPQFVTRLLAKLPSAPVATEAEPALVAGLSDSLTARELEVLQMLSAGLRNRAIAEKLFLSE
LTVKSHLRK INAKLGAQNRTEAVAIGRSRGLIP

>gi1]|74023905]ref|ZP_00694471.1] regulatory protein, LuxR [Rhodoferax ferrireducens DSM
15236]
MDGFSRANALAHKPSGAAFDSLQRYMPAFSHNDPGPMSAATPAGPSVGSAGLDNKFNPPAPMAAQVQRQGLCEAICRSAG
QLVLVSAPAGFGKTTAMVQARARLEQTGVSTVWLTLDRADNDVSRFMICLGEAVTRLGLGGPDAAAGVDSVQALARSDIP
FALFLDEFETVHEAAVLGLVREIADHLPRGGHL I IGSRSLPQLGLARLRVRGLLTE IDADRLRFSLQDALTLFEQRRQPN
VLSTEQLFRLHQKTEGWATALWLASIALDRTVDQSDFVDRFSGSNRAVADYLAEDVLARQPTHIRRFLLRTSLLRQLDAS
VCAALNPRADCVALLEQLDAEHLFLSPVTGARRTWRYHSLFADYLRTQLEREHPDDVARLHLAASGWYESKDRPVPAIDH
AIEGGDFPHAMSLLDSHADAFLEQGRMRLLSRWFASMPPSQRQAHPRLEM I AIWAACFTRGPWEAMEMLERSGASASDDP
YLRANANG I RPMLLAMQDRNEESLEVGREALRQLPTGHQFADTTLLNAMAHNLAVMGDQREAQQLLDAARREQGGSSTFN
RMYTESTEGLLDLQQGRLRQATARFRLAVDATHAISHTHTHGNALAGVYYACAVYELNQLDQAEHLLNVYLPITRDIGLP
DHMILAHAMRSR I AF INGDVDAASLAI TELEYLGNQRKLPRVVAAAKLERARMLQLQGNAAAAHDELMRADDPTLWSREQ
RQRMLAHD 1QYMAMARLRWE I AFGDAGACLGRLDAEKKRAAEAGRHRRLLVLRLLHALALQRTGDMPAAVTE IGTALQFA
CQEGFMRL I LDEGPAVGALVQRYQSLHDSGQMRDPLLGDYLQRLLQAFGPLPTEIEATPELLGGVLEPLTRKEIRVLQLL
VEGYSNSAMAEKLFVSDSTVRTHLRN INMKFGAHSRTQAVAIARRLGLIA
>gi]76259642|ref|ZP_00767289.1] regulatory protein, LuxR [Chloroflexus aurantiacus J-10-
fl]

MMPLVRTKLQPPEVRPSLLPRPRLYEQLRLALHSRLVL IAAPAGYGKTSLLAEWIVEARKEWSHIAWLSLDETDND IRRL
LAYLLEALSNLPHERRAQLQALLSEDSEIDTTQWCAELLNDLAETAGPTV IVLDDYHL INDPLIHNAITFLIDHLPPRCR
LLIASRRDPPLPLARWRARGHLTELRSFDLAFNPEETAAFLLETMELPLSRDQIVALLESTEGWPAGLRLIALAIRDRVN
RGEL IDEL ISGNRYVADYL IEDVFNHLSHQLQQFLLQTSILDQLCGALCDAV IGVHDETEVRTPVQSSQQILTELERNNL
FLFPLGSERVWYRYHHLFAEVLRDRLMASHSPDQVA I LHRRAGAWYAAHGMLTQAVNHALQAQAFDDVVAMLEP IGLAVI
SQVGEVTLRRWLPSLPVEAFERHPRLALLRAWLATADYQVDEAAHWIAVAERALAGVASGAATP IGPIANLRGELSAVRV
RLAALQGDTDQV IAEGKQALNWLQSDYQSLRMR IAKDLGYAC IAQRDLVRAEQSFSEAMVNGFHVGLPY ISAMAT IDYAY
TLMLRGAYTNAINACRDT IDQMMHHQRNRTVPG IGLPFLALADLHT IRHEFAGALPALAEAESAIKSGHTTSYLCLLIVM
ARVARARNDLPGALR I IRQARFMARQRRVGWVRAVLDGLESQIMIEQGDLEAAGQL ITNIVATPSEFQYLPTAAFYAREH
I TRAHYEWRLAHYQDTGDCQALHDLAMELSTPSGTELWQRLSPLDAALLRGLALAAAGDDATEAILSALDLATSERIVTP
FQQAGEPLRRILNQLLSRQRLPPFGEYLLSLLDDYEPSPIAVLSTPSSDALPEPLSQRE IEVLRLMAEGRSNQE IAGHLI
IAISTVKSHVNNIFSKLGVASRTQAVARGRRLGL IP

>gi1 37524480 ref|NP_927824.1] positive regulator of mal regulon [Photorhabdus luminescens
subsp. laumondii TTO1]
MLIPSKLSRPVRLNNTVLRERLLIRLNESSNYRLVLITSPAGYGKTTLVSQWAAGQDNLGWYSLDESDNQPERFASYLIA
ALQQATQGHCVKSEVLAQKHQYANLPALFAQLFIELSEWRRP IFLV IDDYHL IVNNMIHEAMRFFLRHQPENLTLTILSR
NLPSLGVANLRVREQLLE IDSQQLAFDYQETQQFFDKRLTTSLDADDCKRLCNEVAGWATALQL IALSARQSCDAAELSA
KRLSGINAGHLSDYLVDEVLNQVGSSTREFLLRSSILRSMNDGL IVRLTGEENGQQRLEETERQGLF1QRMDDSGEWFRF
HPLFASFLRQRCQWEMALQLPELHRAAAEGWLAQGYPGEAIHHALAAGDTAMLRD I LLQHAWSLFNHSELSLLEECMNAL
PYEQLLESPRLVLLQAWLAQSQHRYSEVNTLLNQAEQALQQKQIAIEPDLLAEFDALRAQVAMNSGKPEMADKLAKQALA
ALLPQNEYSRIVATSVEGEVLHCRGELADALARMQQTEQLARRFHVHHYALWALLQQSEILLAQGYLQTAYETQNKAFEL
IREQHLEQLPMHEFLLRIRSQLLWCWSRLDEAEEAARRGLEVLSNFQPQQQLQCLTQLAKCSLTRGD IDNARRYLARCEN
LLSNGQYHRDWRTNTDKLRV I INQSMDDKSAAIRWLAQTERPESVSNHFNQGQWRNIARAQILLGLYDEAESILDTLNQH
ARELQL ISDLNRNLLLCNLLYWHIGRKSEAQSAL IEALSLANRTGF ISHFV1EGELMAQQLRQL IQLNTLSELELHRAQR
I LRDINRQHRHKFAHFDESFVTQLLTHPDVPEL IRNSPLTQREWQVLGL 1'YSGYSNDQIAAELDVATTTIKTHIRNLYQK
LG IANRQEA 1QQAQQLMQMMGLGV

>gi1]|76260736]ref|ZP_00768366.1] regulatory protein, LuxR [Chloroflexus aurantiacus J-10-
1]
MQSTSQFTLITCMPIPILQTKLHPPSLADCFVPRPRLTERIHTALNNRLT I IAAPPGFGKTTVMAAWLATNTSENVAWYS
LEEDDNDP ICFFTCIAAALQTVAPVSALESALGAAVANPRELTVALLNDLFVFSDRSVVLVFDDYHHITRQP IHDALVYL
IDHLPNNIHLVF I1SRVDPPLPLGRWRVRGQLTE IRADDLRFTEAEAAQFLNQTMGLSLSAEAIRTLEERTEGWVAGLQLA
ALSLQKSSNPGQI IAAFAGSNRYVADYLTDEVLARQPESLRDFLLKTS ILERFNAALCNHLLQCVCSESILTDLERANLF
1 IPLDSDANWYRYHHLFADLLKRRLAQANPAG I TDLHRRAAEWFEQNNFTLDA IRHWIAADEPERVAALMERTLSQSWGH
AELAGLMHRIEALPDTVLAKYP I LSAFLGWTWLWLGYDNARTLPLLERAERNLKDEPQASYARGRFQV IRSY IARAVHND
APHAWLLAEQALQQLAEHDLLWRGFAQSNIAIVTHSMGLGLAQTERAYNEAIRLCRAAGDPTTAWIAECARVQVVRECGD



LQRSMTLNRRL IDMIERQGAPALVRGWVHINQALGYYL INDLKHAWLEVNMTQNLQTQSSGMPDVSLRLYALLTRLELLN
GNEAAARQAADDLVTLAYRGGVTNAIDWAYAVRAELMFRLKDWAAFDSYARTYQPPQQPLFFPYRLQTLLQVRYLTRQKA
WNEGRRLVAEQVRLAREAGYVEYEMELHIVSALLEQKAGNPSVAMNMLGRALE IGKANGYVRIFLEEGEEMRHLLTQIHR
LRRDDFVAELLAAFGKPAQVVQSSLIEPLTEREIEVLRLIAEGLSNPEIAEKLVLSVGTVKTHVKHI1YGKLNVDDRVKAA
GMARELGLLK

>gi 59713994 | ref|YP_206769.1] MalT regulatory protein [Vibrio fischeri ES114]
MLIPSKLHFPRRLHNAILRQRVLDTLENAMHYKLVLFRSPAGYGKTTMAAQWLSDKDATGWYSLDESDNDEYKFAKYFVQ
TISNATHTELSHSKALTEKRQFASLSSLFSQVFTEL1SFQDEAY IVLDDYHL I TNDT IHLGLKFFLKHLPDNLTLVITSR
SQPPLNTANLRVRDLL IEIDNQSLAFDQSETSLFFNQRLNEN IDQEAITHVREHVEGWPSALQL IALHS IQNNQSLNNSA
QVMAQLNHAHLWDYLAEEVFDHLDQETQQFLMRCAVFDHFENTTLLSKVTQRKDAQLL IENLNRFGLFINTNGEQGDWYKF
HNLFAEFLTHQRQNHLAHEE IDLQKYAAEAWLEHDN I'YQALRHAKNAKDD I L TANILTQHGWHLFNNGELSLLETTISDL
RPEVLFTSPRLVI IRAWLAQSQHNYLQVNDLLSEAQREMADRN 1 VLDRHMQGE I DALRAQVAINKNEPEAALAFAEKALE
ELETNKYRSRIVATSVIGEYHHVSGNLAQALALMQQTEKMAMTYG I'YHQALWATLQQSE I LMAQGFMQAAFDLQDNGFKL
I1EDQDLHQLPLHEFLLRSRAQI1YWFWFRFDEAEQCTWKGLDVLSPFDETKHLRGYSMLARLAVARGELDKAERYLDKCQQ
LLGQSDYH I DWKANASSAQLFYWQAKNNSEA I QYWLAQAERPETRCNHFTQLQWRN I ARAQFHLGD IDTAIETLQTSQTI
AQQHKLITDINRNAILAAILLYENKQIDEAVEAMHLAIKQSNQTGI IGSFLMAGRNVLKPLGKLQQKGNVTELEKHRIEQ
LQKALSNNERSRSAHFDETFIEKVLNTPEVPEL IRTSPLTHREWQVLGL I'YSGFSNEQIAAEFDVAPTTIKTHIRNLYQK
LNLPNRKAAIAMADELVGMMK

>gi]56315919]emb|CA110562.1] hypothetical protein [Azoarcus sp. EbN1]
MCLVGPARGSLPHRRIRARRPRRDAPLRRRPDPQYPRLRSDHAGPRRRGHAGDRAAKRLLEP IGTVHALNYSVTFEGAIA
LLQGEAKAARARFEGTLEAVIAGGHRYTTSSAIVAAHLAEALYELNDLDAAETLLIDYLPVIHDGCLPDHI IVAYQVLAR
1QAQRGQYAKALVTLDTLQDLGDVRSIPRISAASRIDKHRLALLALLAGDLAAARRMAPLLADASVWQSSSGFLLYAENL
DDPLVADARLALVEGSVRAV I PRLQDA I CEANALNRRRRVARMQCLLAQAFDVARRRPQALETLERALLQAEPGGMLRVF
ADEPWHLHDLLQALADRKCAVSPGYLQNLRAAATRTEPVAPKGPLQDEAMRLSPKEGQ I LRRLAEGHSNKELARKLFVTE
NTVETHLRRIYGKLGIRSRTQAVARALELGLI

>gi|77964419]gb|ABB0O5800.1] ATP-dependent transcriptional regulator, MalT-like, LuxR
family [Burkholderia sp. 383]
MASRRDANMKSLSRPFAAPLDMSVAAPAPFASHADTGAHLDARIAAKLSPPTAGATD ISRVAPRDLVCSAQSATLTLVRA
PAGFGKTTVMTQCFARFGRLGFDTGWLTLDQGDNDPSRVLHVLNLCLLRMGGERPTSGNMPS1EDVTLAVFDRIAAHATP
FVLFVDEFEAIHDQGV IALFQE IVDRLPRHGRIVIGSRSQPHLPLGRLRTQGKLLELDAEQLRFSLAETDRMLNGQTGMA
LSVEDLDHLQRKTEGWPAALRLASLALENRDATRAL IDRFSGSHEAIAEYLIEDVLGSLSEPVQAFLLRCSVLRQFSVPV
CSALNPGVDGEHMLQTLEKAGLFVVRVDAHEPAYRFHSLFAEFLRAQLVRRHPDRVPGLHLAASHWYERNGYPVPAIDHA
LDAEAFVCASTLLQRHAIDFLAQGRLRLLARWFARLPAGCVADHAEVGIVHAWTVCLTRGPGEAMALLGASGWLSASSDT
VRAHASACHVALLATLDRVEDAYDEGRCCLAALPNAHPFAHSSLVNLVANVATTMGHRDEARRLLGAAKSLGDPQSVLNR
MYSEATEGLLDLQEGHLRLATARFHLAAT IAGGHEATGFTDGNAWAGLLYARALYEADRVSEAEPLLNVYVPLARDIGLP
DHAITAGYAMLARLAFQRGD IDPAFLLLAQLERLGHDRRLPRVVASAHLERARLLLLQGNAEASRSQLDLAEAAAEPWARI
EALRFPAHEVETLTIAKLRWQLHFGDPDAAARALAQARGAAAADGRRWREMKLRVLECLASLRARHERDALAAAAPLIGT
LCAEGFVRMLVDEGPLAAQLALRCQADGATRARDPLLEEYLHACIAPFDVEREAPPASVPEDGTALPAESLTRKELRVLQ
LLAQGYSNGALAEKLFVSDSTVRTHLRN INAKLNVPNRTSAVAAGRRLGLVD

>gi]68556570] ref]|ZP_00595912.1] regulatory protein, LuxR [Ralstonia metallidurans CH34]
MDCSVPSHKLMPPRLGGG I AMRDALLARLHEARHAALVVLAASPGYGKTTLLAQWRQQLVGARARVGWLSLGPELDAPTR
FCAATAASVASVVQGDVSPSSRHDPTEAL IAALAAVPDELYLMLDGAEYLRDTGAWAVLQAL IDARLPRLHLALATRCRP
ALRLGQLGAEGVVVEFDDESLAFTLAETRACLPPESGQAASVRLMEATRGWPAGVRMLAGGRAPDDSRAALDAYWSEVVA
PGLSVGQARLLRWLAWLDRWTPELAAEVTGVPRAAECARSLVGQG I FIGPARAHAGWHTLHPLFADWLRRSMPLAGADRL
ALHRRAVAAWLRVGSSGEALDHAMRADDGGLVAHVVREAMPAMPALSQLRALPDWIDQAGVKHVVDEPALWLAAAWACTV
AARLGEAERWLAMVAGCDDVAPQVALVRAS IAFQKDDPATMDVWLARLGGHALPHPSLEHIRAALAVRCGAMLHRPEFPP
VPRLEAAPHDELVAMAHGAAALTMLLRGDARRAQA I GMPAARMAQQ IHGRRSVSACVCAVPVAAALLEQDRAEEAAEMMA
CWLDLAHHSSPDVMIVATLCQARLQWLAGDQHGARATLAEAQAHAAGRGLMRVQLRLLAQRVVFAIQAGDLRHAGLLQDE
LDALAATLDASDMRAREVGT IAALSRVRVALSAGNPVGALAALEPVRSDNAGALVL IDLLFARVNAALDRPQLVVRHLES
ALAAGLRLGLLRMLRDEPG IPALLDCVQPSGDAVRDNWLGRVRAAKDQLQQPATCLPMIRRRRRDGEPEHLTPRERDIVA
LLEQSMSNKRIALVLNLSVDTVKWNLRQIYAKLGVSTRYEVILAVRNRALRTGTA

>gi| 77951639 ref|ZP_00816058.1] regulatory protein, LuxR:TPR repeat [Marinobacter
aquaeolei VT8]

MLLTTKFLRPTPDSRAVQRQRLDTLLQPESGKRLNLV IAPAGYGKTTLVSQWCAGNSMPTAWLSLDEQDDKPRQFWQYV1
GAFEHAGL IGLEDCKKLLARQDDDELTPAITGLLNVLAADGNAWSLVVDDYHVISNDTLHRQLAWFLDYLPPGILVTLAS
RTEPPLPLARWRVRRQVQD IHPGLLAFSEEECQEFFRSTMAMELSEDD IRS I CRKTEGWVAAMQLSALAGKKEAVLPGQA
LGSPDSRLISDYVLTEVLEQLPEDLKDFLLETACCPRLCAPLCNAVRQRQDSQEKLSSLLSQNLFLIPLDNSNEWFRYHD
LFREALLQRIQSAAPSHASELQSRAIDWLLRHGHVQEGIVQIVRRNDTDHLAAVLAEHGNNL IHGGYHLPVLEWLDAIPA
HK1QDSPQLQMLR IWGLFFANRVESLDPLLLEVEDLLDRRVADSHPDAEGALALHSE I SLVRSYLARTRNDEKNASDLTR
QVLKDIDQISIPLKSVTYYGLGLDYFGKGELNDAEEALESAVHYGQVERKASTVLSSGGLLAWIQYHRGDTDLALETTGR
VRQWVDEHYADPSQPRL I SCWQNSALTEIYRERNQISTADGYLAPLLDHVRKGTEPGQHVVIQYVRGHLAFTRGDLETAV
EALEDAVTTGRRRREH IVFEPPAASALLARCYLSSGHAEKARACLQSTLDQPATNPLNREQNQ IALARVQNALGEYQQAQ
DTLSALIPAAERNAHNRHLVEILLVYAEALAHEGRNDESDAMLEKALDRAENAGFLRLFAEESTALREMLLDFPRLRTPG
RWNRELLGMLRDLAAGQPGEASFNSSQEAYHP IDTARPGGEPVNALAEPLSQREQEVLAL IHQGLANKE IAERMSVAPAT
VKAHIRNLYGKLGVSRRTEALAKAREVGLLEDVPKT

>gi|47574286]| ref|ZP_00244322.1] C0G2909: ATP-dependent transcriptional regulator
[Rubrivivax gelatinosus PM1]

MKTAVPAGFVPLPLNHK I LPPHAHRHAVERSALLARLFRDVAERVVVFQGPAGHGKTSLMLQAQAASASGGALTGWLSLD
ESDNDIRRLLGHLQALLTVLGSQSPTPPNEDYAGSAGT ITPRSDWL IGRLLELGRPVALFLDDLHAITDPGALRLLRELI
TNAPDRIRWFLASRVVPEVGLPRLVVGDEALVVSAEDLRFSRAEMRHVFDADRGLSVSDTELDAIFRGTEGWPAAVQLYR
LALGSASVRHSLASGCGGAPREVADYLAENVLGQQPPPVQDFLLQTSVLSRMSAALCDDVLGRSDGQEMLASLERDGLFV



RRLESGEGWFTYHAIFANFLQEQLARTQPEHRVAVHRRAAAWFESQGQLEEALHHHLSAGDDDRACEVFDHWSDALVPDG
HFATVDRWSHRLPADAATRRPG IAVKLSWAFTFL IRHEQLAPLLPVLRANLARRL IEGDPRLALSMAAVLQDDPARALEY
VAHTEHREPTSNRFRNFELAAGHNVRGFVGMMRGEFGPALHSLAQGRSLSERSNATFTLAYSLVHSGLTLVAQGQLPEAV
EHLRGA 1 SDRRMVLEESVSKACLACALVMALYEADQTGDALALFEQFHDMIVEASLHDYLVVCYRAVARIRDQRGELALA
LETLEEAERLSYNGRWPRAVQL IQGERVRRELVAGRVDRAQTLAARLQPESRSDTDDWVRFSEETDGPRIGR IRLDLHAG
RAAQALDE IGACLAAAQRQGRVHRQIRLQTLAALAHHSLGQTRPAHRCLQLALELAAPGRYVRMFLDEGPALAALLRAHA
NLPAAAPENGAEARALLGRL I1EASGTAPAPADTPWRAAALEPLTKREHKVLAMLVDYQSNEE IASALCVSRDTVKFHVRN
1YSKLGVKTRLEAIRVVKTSDTTGR

>gi|73537441|ref|YP_297808.1] regulatory protein, LuxR:Tetratricopeptide TPR_4 [Ralstonia
eutropha JVP134]

MPARIAARGKADRMRST I LPMASNEETVRRPVPGSGTGALAAKLRPPLLTPYQVERSAICDT ICAAGFVRLVLVRAPAGF
GKTTTMLQCRARLEAAGVPTVWLTLDRADNDATRFLGSLEVALSPVLEGAPKRPSDHAGADAGEQALALMDRVARHHGAF
TLFLDDFEALQNPAVVGLVWQLVESLPPGARAVVGTRWVPETGLGRLRARGELLE IEPAQLRFSASETESFLRHARGLKL
EQAAISALHRRTEGWPTALWLASVSMERRAQPETF IAGFSGSNAAIADYLVEDVFHHLPEPVRDFLLRTSILDQLCGPLC
DALYQWGPQPPAVADADAPAGNSAD I LAWLERANLFLLPLESERYGERGTGEQSQQWYRYHSLFSSFLRGQLTQTMPQAV
AELHMAASRWYEGQGRPVPAIEHAIAAGALDHALQLLDGSAGGLLAQGRMRLLTRWLEMVPPAELARWPKLQ IARAWAVS
FTRGPAEAIALLQASSTEDATGELLAHVRALRHMLLNMMDRFDEARAFARNELPPLPMGYAFPDAILATSMARLAAVSGD
YVEARRLLAVARQAVRGSDSNFNKIFSESVEGL IDLRQGRLQQALGRFRIAARTMLPNRFGPTNGNAMAC I LLAEGLYET
GDSDRSGRLLNVYLPLSRDLGLADQI ITGHLVLARIAFERGEVDQAHEWLAALEHLGHHRGLTRLVMSAMLERARLALRQ
GNRHAAEEALQRAGDPALWRTRPGVSSFASDVED I TVGRLRLALHVEPTAQVREAVERELAAAVSNQLMRRALKLRILLA
QAYQRTGDGAQALVVMAEALRFGAAEGFVR I FADEGDEVRRLVAQACARQGGNLPSAYVERLLGACGQGPDVAPSGQAAP
APLVEPLTPKEQKVLQLLAEGFSNVAMAQRLFVSETTVRTHLRN I SAKLHASNRTQAVAIARQLGLL

>gi| 77954021 ref|ZP_00818422.1] regulatory protein, LuxR [Marinobacter aquaeolei VT8]
MKSFKEGCAANDEFQTANSGLQSGELVRDLMEHRLRVPSVPGDTLARPNLDR I 1 CQALQPGRLLQLEAPGGYGKTHALVS
ALASAPDVNVRWISLNAGDNAPSRLLSILAIALGLAEVLPPNGGTFEDHMTMLLVYNRGRQAREAREVLVLDNVHYLTNPA
VSGLLHQLVTHLPSGLSVAMASRLSVPFESHTLELNGNNTRLGPDTLEFSRSETFEFFAKARSDSL ITSVAIDHLFGLTE
GWPTPLALYRRELKQGGERRALHETPSVERFLKDCIAAQLGSAQLKSLRAIAEMDSCSDELFFAIEPSVSESGMPPSEAA
DRGLPLKPVPGRGRWYRLNPLLQAWLQTPVMGGY I TRMLMASRWFEQRQQFPEALKYAVLAGDSDEVVRIASESTEALLL
GQDTASLLSLRKNLPAELLERSARLRIVYGWVHA I GGQFQQAKQLLEDFNDRDRKEHEAR I YALKAF ILRGEGFVQPALA
MAEKALAKGGMSTQAQLVTQIVRSSALCAAGCFQEARDANR IASKLAREAGDSGSEALAVYAHAR I ELGKGALRHAEQLL
RTGLDTAMQELSRPARIGETRLQLNLVLVLWHQGRLTEADRLLVYNCARHAEQTRDLGLLLAMALRVLMCRAQGRMDDAFV
WIGRAERTMHTWQVDESLYLPVLEALKASCWLAQGQQESAMQA I AKLEPYRKGGCVPELFPMMPGLLDCLQVRADMANGD
LVRAREHLDAVSEKYEGGMPWGLQLHAGLLDAVLLEAEKGLPAARKRLESVVAQASREHF I SPFAELMKELGPLMDKCYR
HLDNGDFTAALGRLFGCEPVAPAADPLAEP I SDREQGVLEL IAQGLSNQE IADKLHISLHTVKTHARR INAKLDVKSRTQ
AIVRARELGLL

>gi1 ]| 78062060 ref|YP_371968.1] ATP-dependent transcriptional regulator, MalT-like, LuxR
family [Burkholderia sp. 383]
MIVTVSRNAIQRSVRHDGVDLREHKFSPPAARRGAIVRHALLERVTRLGVPHVV I LHAPLGSGKSTLLRQIMEIGTAKRW
TIGWLTLDENDNDPRRFETYFIALVTQMVADAGGPAPEQSPATTDNM IDWVLDRFGQIPGP IGLCIDDLQWIRDPAILRF
LRDLLRALPGRCRIY IGSRNLPDIGVSTLLVAEEALVLRMEDLRFSPAESVEFMTASDDEALDAE I ASFVQARTEGWPAG
LQLFKLALARGNPWHTVDEMRDCGPLELVRYLSENTLSLQPPDAQVFLLKTSLLRRLNGSLCAEVTGAHHADAVLQRLEQ
DGLFLEALDGNPGWYRYHSLFARFLSERLGQDDPDGVLDVHRRAAHWYVRHGVPEEAMYHAVEAREYALAVRTLDEWASR
LIAGAELATVAYWFDRLPLNEVLGNRSLAIKVAWALVFLRRGSPTHPLLSYLDETRAREQDGATHNPDVVLAMATMFNND
LRGAARLANIPVLHQPARD I FEAFELGAAANLLTFSAMATWHEED I HHMLVLANSHNDHAQAAFSQGYTLALRCILQVTS
GQPRLATEAPRATSGTRPWPYVNRGMAAVALAASR IWACYEADALD I GERLATQFEDE IALAAVPEFIALSMVSIARIHA
ARGRMIQARDTLDTLERLSFQSQWSGVREMIAWERLYFAGRSGDAARVDALLQHVTDDASPSDPVWIPITEMLSGRLLGR
IRLALFRQQLDRAGELLKAALAITPARPLLSVKLHVLQALVQHRQGHTRLALRTLQGVRETASAGGCRRALLDEGAELVA
LLDQAPDAEMPHTAQASEQRSPTAAWYGALSQREQE I LRLLCSGASNRE I SEKLFLSENTVKFHLKNVYLKLDVKNRAQA
ILKAQLDLR

>g1]66044246]ref|YP_234087.1] regulatory protein, LuxR [Pseudomonas syringae pv. syringae
B728a]
MPKQRFLHEPAMTDLSRMQGFADGA I PALEGRFFRPPLPEGYVPRARLCQRLDAGLGGRLLLVCAPAGFGKSSLAVEFCQ
GLPDNWQNVWLGLSARDSDPGRFLERLLASLQQFFPQLGTQAMALLKMRQRHQPFAFEEWLDGLLDELAMHLMLSKPLLL
VLDDYHLAQGPVLDRCLQFLLNHLPAGLVVMVTSRQRPDWHLARLRLTRQLLE INEQDLRLTHAESMAVLERHSGSLDSE
ALQSL IQRSEGWVAGLRFWLLAASEAGDESALPQTLRGSEVLIREYLLEEVIDCLPADVQAFLYDTACLERFCAELCDAA
RDGHDSAGMLGYLQAHQVFLVPLDEQGHWFRYHHLFSDLLRARQAAGAPPTRLHLNACRWFSAQGQLDEAVEQALRAGHL
DVAANLVQNLSEEQLLAEQNVGMLLRWKMDLPDDLLTSTPRLIVLYAWALGLACQLDAAEELANQLSRFLPAPSATAQKS
MLAQWLALSG I IARGRGDSEKTQHYCTEALLSLPEKRYGQRLVCLSTLANLAVANGDLWRARVLNRDALELAQRVANPLF
EALAHYDRARVLQARGE I LRALEEVRQGQQRLKDLSTVRLYAVRARLTLYEGYLLTLRLQVDEGRVLLLAGLAEARACRD
ISVLIGHCVIATMEGCTGRFAEAFAELAEAERLMHIWDVPPIYYLAMITLVKCELWLLQGRMDLAEAWLLRLTQTYNGGL
GAAAPECHPQLPQH I ELQRAVLERQQGDGVACEQRLQALERRAQEVGAKLLGL IAMTQQIGLLLSQARRDEARALLLRSL
PAASGGALMPFNALLGEHPEWLHEQLVQLPPCRVQAALLEKLPACCTPSPEAAHGGDCLSVRELGVLQLIAQGCSNQEIS
EQLFISLHTVKTHASHINSKLGVERRTQAVARAKTLGLLG

>g1 67156504 | ref|ZP_00418097.1] regulatory protein, LuxR [Azotobacter vinelandii AvOP]
MDRRHSERRFAPVYSQGTCGLPLIATKFVPPRSPGLLLVRPRLMARLEPLAERSLALVCAGAGFGKTTLLAQWRGQLQEH
GQAVAWLSLDEGDDVPEYFCHYLLDALLPLHPGLGWRLGFLAAGLPSIDLVFGHL INAVQAVEAPLYL1VDDYHAIRNPA
IHRAFAYLLEHAPANFHVLLGSRSLPTLPLSRLRSRNQL IEVDTNDLRFNLCEARHYFADSAALTLSNAQTQRLLELTEG
WITGMQMATLSPS IKDNPAQA IDSLSHGGRLVGRYLEDVVFEPLPAAVDDFLMRTS I LDRFCAELCDAVTGRHDGHAMLD
WIERHNLFVAALDDHGQWFRYHHLFAETLQARLRRRTDLD I AALHERAGNWFAGQSLWAEATRHALAAGKVESAPGRAGL
GAQSLAERGD IDTLLGWLQQLP ITADEHR I SLQLNLAWALAHRFRFDESRRLLGELRRWFAVHPARRDLRVKLDAVAAIC
EAFAENVQTGIALAEPLLAQIPCGDSWVDGLVCNVLSYCHLVLGQHEEAQAVQRHTLYPGAPTENLFVTVHRAFILGQSH



LRQGDLRTAEACFLQAMESADRLTGPQSSGSATLAASLAELAYEHGDWERLDALVRQRGLQIDRVAPLDGVLSVYRALSR
RALAEDDGVQARLLLQHGQE IAAQRRWNRLQAALLAEQVRLQLQRDDLAGAEHMLRRIEMLKSDEGT IPGCRHYARIARA
RLLLAQGLGLAAADCLAGVVAEFEARGQLLEAARLRPLWAIALWQGDERDAAVATLLPALQLGQRENLLCSLTDAGRALL
PLLSRCASAEAGSGELAGYLAILRERLGGDDCAEPPFSLSERESQTLRLVAAGQSNKEIARTLDISVETVKWHLKNLYGK
LQVTSRTRAMSRARELSLLE

>gi 56476561 ref]YP_158150.1] putative regulatory protein, LuxR [Azoarcus sp. EbN1]
MRNKTTEAIPYRFALKTMPPHSAKQALAPARLLERLRETAEQPLVVVTSLAGFGKTSLLVQWRRELLATGAAVAWLTVDA
SDDSATFI1PALVASIRVAVGLDVPARAFDQLGQSGADLWIASEVLVQIHELARPTYVLIDDLHQLSDEHAVEFVYYLIRN
APPNFHVVATSRADPPFPVEELNAHGLYTQFVTEDLRLRLDDT IGFLRRRLGED IDIETCARLHERTEGWPMALQIVTAA
MARKSDIAGTVAGLSGATGDIARYFSQFVLESLEPDAVAMLVRAS I LKTQHPELCAALSGVADSGE ILSRLEQNTGLVTS
VGGDGDNYRMHPLFIEYLHSLLDALPAEELRVLHATAAEWFAAHNMLEQAADHAFVAGMRTQAMDW I EKRLRHLGVQGRI
VEVLAWLDRLPPEEITRREG IQLTAAWACALCYRPQDAERLADV ILARPGVTPEIALQANIVRSAVAIHCDDYTRARGCI
ESYDPELGPLYCNTLSFVAIHTGFPDRARYYQQISDGRGRGVRNFYDAMYGAFAVGLSYL I EGQASEAAGVFRAALERAE
ASTGWRSLPAAVQAAGLAAACWELGAEDEARALLANRLDL IEQAALPDAVMLAYLTLARYENQKGREGKAFDALNSLAAI
GELRGQPRLVVASLGEQLRQHAIRNRIVSCRMLLGA IDE IVAGADRPDHGLEAELRLVRE IAATRVALLDFNDEGAVLAL
ERAGGIAARLRRGRDQLTVKLLAACCEGSGDDAAARLFAEALSLAESFRLVRVIADDWPAALECLPELDRSGLAKGAGIT
PAFVERAAERCRFGWVPEATGQKTADPKNRPAQLSAREME I LGALSLGRSNKE I AKMLDVGAET I KWHMKNLLAKLNAAN
RRHAVDRARLLGI IE

>gi]9949559]gh]AAG06808.1] probable transcriptional regulator [Pseudomonas aeruginosa
PAO1]
MTEPTELPAALPRLPPQHLPRPRLHQPLLRGECRLRLLCAPAGSGKTVLLGECARRAPPGVQVVWLALGGEALDPATFRR
RLAGALGLPEDSDEAQLCRRLRNASALWLLLDDYPRHPDPALDACLDRLLSAASPRVGWWLASRRRPQCNLARLLLEGEL
LEVDGGLLAFDADEVAELLRLHGRSADAATAGTLLERSGGWCAALRLRLLVGEETAGPLLQEYLQHELLDELPPPLADAA
RALAWLPQVGLELFRRLFEELPHGLDDLLARGFPLLADANQRYSLPPAIREAWREAPQRPQRDFHREACEWFAEHGETRE
AVDQALAADEPETAAGLLQKLTEEQLLHGHN I GMVLALRDELPAALLASTPRLV ILNAWTLLYAGRLAEAEDCIGQLARF
LPMPSASRQRVLLAQWQGLFGILLHCRGERGAADYLREALEQLPEDAWSQGL ICRSALMQLAMIEGRMDQARL IGRDALR
LAREHDSL IFEAL 1ELERAQWLEQRGELLRAEGVLDRAQRYLEDLGQQGSPMLGRIALRRARLCLQQGREVEAGHWYRLG
LEQARENLDPWALYGYLGLALLEAGQGDLDAAFNRLLEVERLMQQRHVPDPLYRGALLLVSSALTLQQGRPAQAREILLR
VRAYFQPGRARLSPPSEPELEARVEHQLALAELYSGEAAAAEARLRGLLAILEAQGRQTLLCEVRMGIAECQFLSGQLPQ
AQQTLRSGLELAERLGLQLPQRRLRDRQPQLFAALPGEEEEGLSPLSCRELAVLGLIAQGCSNQEIGEQLFISLHTVKTH
ARRINGKLGVARRTQAVARAKALGLLA

>gi1]46916437]emb|CAG23202.1] putative malT regulatory protein [Photobacterium profundum
SS9]
MWIPSKLTRPARLHNAILRSRLLESLDQAPYYRLVLFRSPAGYGKTTMAAQWLNKHSHTGWFNVDESDNDTFRFANYLLQ
SINKATNNACLKTQAMAERRQFACLTTLFSELFGELSDYGEQTYLVLDDYHV INNEE IHEGMRFFLKHMPDCVTLVVTSR
TQPPLGTANLRVRDLL IEVDNHLLAFDQEETERFFHKRVSSE IETTVLNSLREQVEGWPSALQL I ALHAQQKPNNLAESA
LSMANFNRGHLWDYLAEEVFDQLDRETQQFLLQCSVLDIFNAELVSDLTGRSDALSMLESLNRFGLFLNTLEGADNWYRF
HNLFAEFLRHQRYSQ1PQQRTELHNNAAKAWLKQNRPQQALMHAMKSKNEDLTIEILTDYGWNMYHHGELKLLEDS 1 SAL
STEKLFSAPRLTLLRAWLAQSQHRYDDVGEL IAESEEEMKQRNLVLDDGLQGEFNALRAQVAINQSKPVDALVLSEQALG
QLPSTTYRSRIVATSVVGEVHHCLGNLSRALPMMQQTEKMARQYHVYHQALWALLQQSE I LVAQGYVQAAFELLDQAYRL
VKEQHLQQVPLHEFLLRLRAQILWCWNRLDEAEECAHKSLEVLAPFDDTKSLHAYSMLARIALSRGE IDKAARYLELCNS
LMERADYH IDWRANTDLSNLFYWQ IKGEKDN IANWLHQAERPDSACNHFQQLQWRNIARACI ILEDYHQAEE I FAMLEDN
CKAHNL ITDSNRNLV IQSILCKKQGQRKIALEHLKQALTLTNSTGMIGNFLCDANE I CDLLQELVDTKQLNELELHRVQQ
LLREMTSKERNRSVHFDENFVEKLLNLPDVPEL IRTSPLTQREWQVLGL 1'YAGFSNEQIASELDVASTT IKTHIRNLYQK
LNTANRQQAINTAENLLKLMGF

>gi1]|73537667 | ref|YP_298034.1] regulatory protein, LuxR [Ralstonia eutropha JMP134]
MRIASRIVLSETERTELEALSAATAGNLRLAQRARMILLAAAGWQNKD IAAQVGVGRVQVARWRDRYAASRLAGIEQDLP
RGAPPVRTDVARLVALARDGGPGALSTRQLAAELGVSPASVSRHWRASGLPPRRGVALADKQPASGGVTVRAAEIVGLY
AEPEHAIVVALEADPGPAGMAPALDAAARNSATYRRTLAASFMTALKV IHSGTATAFQAGRASGWQGFLHALAEHQPAGR
PLLILADNPVSHNDPEVRDV I1AGQPWTVSFAAGQAAWMRAVQSLLRDADGLPAG I PQVLAVIGEHARGPFQWIRSAGDAG
YAQGQGAVPRALTAQAAFAPSTFAGKSAGRSFEAFTGTEFDSVATLPSAEPGLPRQFSALPAQPFLSLVPALDTRPGPMR
PLQPVASAKLLPPRHARKLLPREGLMNRLLDARRQRCVV I1QGQAGAGKTSTLMAWRKAL I SLGFDVSWLSLAAEDNEPTR
FFDCLLASLAE IDPAMARDAAMQVGGAEDDDAIEQWV IALVQALGPRERELVLMIDDLHHITDARIYRALQRLLDYAPPH
LHLAFSSRSALSLALEALRAQGLLTE IDMRDLRFTAEESARFLEEQLGT IAPRDAAALHALTDGWVAGLQLFAVDLRARR
SADYPLTKVRDPRTFAAFFEREVLGLLAPDDLELLTRMSTCHRFCADLCTAMPGETETPSRIGDRLARLEADNLFITQVD
THDRDVWYRIHPLLRETLLARLETDKDDAADAVDMSDPDTAETPNDMADASRANDEPCAHGTARELHAAAWRWFDRRGHL
DDAVYHAVRAGDADAAATMVEGCGHALLKRGELPQLLGLVRRLPREQLQNRFGLLALVSFLQLYMRDVDGLGRSLERLDP
LCDRSNAVHQYVVCLLRAGHAVQVDDPDTVLGMLPALWAIPPEADDLWWTARRNVLSWLF I LRGEFDEARRLQDDTERRS
SVPRSSLFGRY I TAMSLVMEGE I ERAGRSAREVLRESERQGATFLGLTCMAAGLLAD ILYELNDHEGACQLLEPRIGMLE
RVSLPDVVLRALTLLSNAHWLAGRRTQASACLDRLEAYAARNNLDRLQTEALTLRLRRHLQQAETERANTVFRQVQQLAQ
RYAGETGTVARHIALAAARAEVEMSLYTQDYATAAARLEALLAREAGAKPLRIAALWLQLALARHATGNTRGARPAFLSA
LRMGHGAGL IRTLLDVTGGAPQVFLELAGEG IDEPVLAFYARRLQAAAVASGAAI SRPADEAAPIAVLSEREREILGLLA
QAMSNKK TASVLNVSPETVKWHLKN I YAKLGVNGRGRAAARLRD IATQERGSVLAA
>g1]68553916]ref|ZP_00593261.1] regulatory protein, LuxR [Ralstonia metallidurans CH34]
MSSYQSGQTPLASIHSHVFEP IAGTKLVPPRPARRPLAREALLARLLEARHQRCVV I1QGPAGCGKTSTMVSWRQVLVSLG
FEVAWLSLAEEDDEPGRFFDCLLASIGLVEGE IARKAANL IGDGSDASRVEHWVVTL IEAVASQPRDLVLVLDDVHHIQD
ARITWQALQWLLDYAPPHLHLVLCSRGELSLSLARLHSQGLVTKFDLRDLRFSPEESEAYLRDQLGG I SPRDARRLHDLTD
GWVAGLQLFALD IKAKQGAGFSPTALRDASAFAEYFEREVLQKLAEDDQKLLTCVAICSRFCAPLCAALVGEPHAVARMT
TRLVRLDSSNLFI 1QVSGHEHESWYRLHPLLREVLLARVEAMPVAQQQALHAAASRWFEQRDQVEEAVRHAVLAGEANAA
ADAIEARASELLARGGLGQLTSLLRMLPPEQVESRFSLQLMQAH INLRARRLDAAAQAIGRLAQQAATLGLRERYAVTVL
RGGMALMQDD 1 GAAAVLLPELERVPADADDFLLTARGNVVGWLHMHRGEHERARQVLADSTLRGGAMVSGLVGRCLSGLS



LLMEGKILQAEPVLRQVLNEAEQLGGEYVGAAHMAAVLLSETFYELNE IDSVCELLENRIEQLEAVSVPDAVLRALLMLA
LSHRVAGRRLEAAAYLDRLEDYAVRHHLDRLLALALAVRSRWQLQEGE IDLAEATVARAQKLSTEAGAGRASVWE IDVVA
QLSASGLALHRHDYDGAMARLRPLLDSVELAARGRHFATVLVQCAVAEDGRGNARAAREHLCGALRHGQRFGLVRSLLDA
ATGGQGLMRRLLDEQGLDPVVAFYARRLLEASSRWRGRAVAPASAVRRSTP IRTLSEREAEVLKL IAQAMSNKMVARTLS
ISPETVKWHLKN1Y IKLGVSGRDEAVALLRDLAADTPDLGAPRPR

>gi| 77633453 ref|ZP_00795583.1] C0G2909: ATP-dependent transcriptional regulator
[Yersinia pestis Angola]

MLIPSKLSRPVRLQNTVVRDRLLVKLSSAANYRLTLINCPAGYGKTTL IAQWAADQSNLGWYSLDESDNQSERFATYLIA
AIQLATGGHCSKSEALSQKHQYANLSALFSQLFIELSNWDGPLYLV IDDYHL ITNDAIHEAMRFFLRHQPENLTL I ILSR
TLPSLGIANLRVRDQLLELGMQQLAFNHHEAQQFFECRLSSPLEQGDSSRLCDEVEGWVTALQL IALSSRQPNSSAQKSA
KRLAGLNASHLSDYLVDEVLDQVDSKARAFLLRCSVLRSMNDAL IVRLTGEDNGQQLLEELERQGLFIHRMDDSAEWFCF
HPLFATFLRQRCQWELALELPELHHAAAEGWMALGYPAEAIHHALAAGDVGMLRD I LLQHAWSLFHHSELALLEQCLTAL
PYPLLVQNPELALLQAWLAQSQHRYSEVNTLLEQAELAMQERKIPVDE ILRAEFGALRAQVAINAGKPDEAEKLATDALK
YLPMAHYYSRIVATSVTGEVHHCKGELARALPMMQQTEQMARRHEAYHYALWALLQQSE I L IAQGFLQAAYETQEKAFEL
IRES1LSNCQCMSSCCGSAPRYYGHGHGWMRQKKRPVKGSRFWLT I SHNSNYSVWRCWRSVHWPVAIWITPTC IFSAVKP
CNMVASITLIG

>g1]|67908526 ]| ref|ZP_00506925.1] regulatory protein, LuxR [Polaromonas sp. JS666]
MSTLSKAP 1 1ELLRKSSMSWIVVYAYCDRTHKCNGRFAEAAQSLREAQVKFEDASSPYGLMWVRV I SAASLLKAGRHRDA
LADSASALAEAPAFTPGAAGLAAMLRAITRALLLYERNQCTDAMVEVEAALPLLPHQG I IDAMIAGYVAASRLQAARGDLS
AALDVAAEGERVGLARGFARLQLTMVAERALLLLRAGDVKAAQRMASDHGLLPQGPQTNLHRDKAERLCARLDLAQGRPD
LALQWADSG IARARRSHQQHKLAELLMLRSLALARTGDTEGGHDALMESLR IAASNGYVRLYLDEGVELEGLLRRVVDKP
QSPTPAFSYARTLLLAAGAASARQDAAPAEQERPTERELQILGLLADGLSNGEVAGRLVLTEGTVKWHLHNITYAKLGVKN
RTGALREARARAWL

>gi | 71066001 ref|YP_264728.1] probable transcriptional regulator, IuxR family
[Psychrobacter arcticus 273-4]

MHKKEADN IRLPLILTKLNAPTDSVHLVLRPRLMSKL IENINHRVML IHGPAGFGKTSLAMQLREFL I TQEHRVAWLSLD
AQDNDPARY INY IVAAIHSVEDS I VVNTTALSESQSNYAINFILSELVNQLELLNEQMYLVLDDWHF ITNQATNDALNFL
1ECAPDHFHL 1 ICSRTQPPLP IYTLHVKHQLCV IDSTELRFDETETSHFLHKSNKVNLRPED IHTLWKKTEGWVASLQLI
LLMLRTQKSKDDFTNLFDDIGKIHSINEYFAENVLNNLP IDMLNFLLQTSILERLNDDLCNTVTQRTNSQSLLESLYKQG
MFIRPLDQERCWFQYHHLFAYFLQQRLKLQMPEK IKTLHLSAAQWFANNNQTNEAVDHA I AAKEMDRAISFIEKDSMWLV
EHSFMGTLLRL IDKIPEKD IEMSCELQLATAWAHCLTHHPQKAQQALNFVE IALANKKYSNEANIRIEARVLQAC INMYA
DRLDKIEQILPTHFDKEDNHNPWVVVVANNIQTYVL IHNYNFDDA IQLQQQVGRFHQHTRGPFSGVYGDCFAGIAYLKQC
KLDIAEQYFKKAQKKAWDKAGKHSHAAYLSGALLGQIYYERNQLDEAEALLMDSWLLGAEGGIANFY IATYCFSSRLAIV
KNNFSEAHATLDKGQLVAQALCIPRLEFLLKAEL IKLY ISQGNIQSAQHTMQQWNRL I IPKQASSI IEQLFEIRACAEAR
LLCRTGEDKKAIEILSTILQDNILKKRCYYEVCTRTLLAKSLNKAGRHTEAED ILLPALLKGFEQGMIRVFIDEDQNVIK
VIERLAKRCRQQHTTNATAEFNRWLLSLLALDKIQTENMDITRTY IENPSQARELAVKTLKKKEILILEMLEKGLSNKEI
ARNLNIGVNTVKWYLKATYNTLGVSRRVQAVIEAKNLNILD

>g1]9947737]|gb|AAGO5148.1] probable transcriptional regulator [Pseudomonas aeruginosa
PAO1]
MDAVQDPAAGSLSRSRIVPPQVPAEYSLRPAIRNLLDRNPHSRVLMFSAPAGFGKTCALAALARERTVADQAVAWLSLAE
EDDDPARFCRQL I EALGEAVPQLGDDAQTYLQNTMRVPVVAV IESLLGDLDRYARPLLLVLDDLHLVSNPDIFTGLNRLV
QYAPPGLVLALGTRSQPALSLATWRAKGLLLEIGLEELRLGFEETREYLERSGLYLDEPCLKALYGQTEGWVVGVHLVSL
WLRQQPQVQEMALLDGDKQAVSAYLLAAVFERLPGDLQEALLALGVASQLSGDLANALTGRQDGQALLERLESMQLFLLP
LDRERQWYRFHLLFADFLRNRLRDSDPDRFKQLHFNASLWFTNHHMPTFA I EHACAAEDPEMIAALVDGCGLEL INRGQL
SL1YRWRKHVPDEIAERYPILVLTDVWSRASDLSLGEANRI I DELLARWGESRGDGPMGDQYLSALAVKAVVALQKDDLE
LCIALARRVEVQLGQNAAFLEVAVLITAALAQVVRGQGDQARRLLGLAQQRNHFLEGRYLDMQLANVEV ILALEQGQVKQ
AQLLIERLRQRARPLFEKSRSALALPTITEALTAYYRIELDGLEERLGWALGHVDV INPIDFYAQGQICLARTQRLLGRP
KEALASLAAMQALASRNQSWRFFAQAMAEE INL 1 LQDSGPDRLKRAEQRLKSVDWNKMAAHYRNMAFNPVNWSLGVSRVR
LLQGRGHFSEALHEITQLRGTLQPGWHGLQRLRLDILAALSYQRLGYQERANSLLGECL INAEREGVRSLFIEEGDGIRQ
LLQQLESTERQPALQTFIRGLLGIWPGQGVRKPQDALEEGLTEREREVVCLAAQGLSNEE IGQRLSLALGTVKWHLHNITY
EKLKVRNRTQAIRRARELSLL

>gi]76259013 ] ref|ZP_00766665.1] transcriptional activator domain [Chloroflexus
aurantiacus J-10-fl]
MVSQAVTGEYNEYLLRPRLLPPPAPLHR IRRSRVEQRLAVSLEAPLT IVVAPPGSGKTVALAMLATHGGWPAAWCRADAS
DDPASLLRHLVAALSRVVAFDTDNPPAT IDAL INVLTSELDDETLLV IDDAHL IDERPDLRAL IERLIGAQPPRLHLVLA
GRSEPVSPLIATARLRGEVLL IEPADLAFQAEEAMALWHQAGRSAPTDLDEL I SLSGGWALALR IALDATDWRRALGLRD
QPSPMLDEYLEREVFAPLPPLLRRCLQRSAGLRWIDADACSALDPSLNASQL IAELQRRRLFVTPFGERGVQFQP I 1AAW
LARKAAADPEWPQLHRQAATYFQQRGDHESALYHQ I AAGDPAAVATFLPLARKLLAERRAEAVLDWMRRLALSGDESPEL
1E1QAAAFHQLNRLEAALAAYRRAERAFAAVSDRFGQARCLRGQAATYLDTVQPAPATDLLRRALKLLPRQFGAERIELL
LMQAENWANRGRVD I GQRLERAAYRMAEAYRLTDVYQARVESLQPRLLLRSGRLREARQLLEERLWMERPLVRASAHREP
LLLLAL IHALLGIGPQALAFAHRMLSEAQQSHNPVTEAIAELRLGHAYQVIARSDEQIARQHYSRGLRLLQQVSVPRTRA
EGYLGLTLLHGHAGDLARAEADAREGLLLAASAGDEWVAAL I LLALGSVTLMADDPRGYEWLDQAEKRFQTGRDTFGLFL
VHLWRALAALRAGRTTEVDQLVDQV IREAVEYGYESVL I1GPSLFGPRDIAALVPLLLRARSMPVHRDTAMYLLRQGFPSI
AADDTVDDYHPGFTLRVQMLGAFRVWRGNQE 1 QAREWQREKAKQLFQLLLTMRGNWVQREQ I CAWLWPDADLEAAERQFK
VTLNTLNAALEPHRPPRVPPFFIRRQGLAYSFAPSFGAWIDVDEFELRASGALTSTDPDFARRSAQAALQLYRGDYLAEA
LYDPWT IEERERLLARYLATAVAYGEQLSAEGRHNEAIQIAEQVLRRDRGYEEAYQLLMRAHARAGSRSQAIRSYTRCVQ
ALREELGIEPLPETEALYHRIRQNEPI

>g1 48781484 ref|ZP_00278092.1] C0G2909: ATP-dependent transcriptional regulator
[Burkholderia fungorum LB400]

MIPPRDTARVVARERLLTQLLEARRNRCVVLQGPAGCGKTSLL IAWREALLSLGFDIAWLTLAPEDNELAHFLDYLVASL
AQVDPAMCHEAALLGGRGMDDEAVERT I IALVRG I AAHSNDVVLVLDDLHHVANARNHEALQWLLDYAPANLHLVLVSRG



AVPLSLGRPRDQGLVLELDMRDLRFTAAESEAFLKAQLGE I GQREARHMHELTDGWVAGLQLFAIRLKRKKQGITDLAPS
DPLANAQLLDARGFAAYFEREVLSRLAPSEVEMLVRMASCTRVCAPLC IAL IGHGQSPAEVRALLTRLENDNLFIAPIES
SGSETWYRLNPLFRETLLERFRARSELHQREVHLAAWLWFRDHRQHDDAVRHALLAGEPAAAADLVLRVARTMQIEGDLR
KLVGLIRLLPLAEVQTRIGLRLWMLHLQLYAREFDACAAAIARLHAD IPESDTHSRYRL I LLRAALAVQRDDTDEALSVL
PHLRQIPAHADSLTVGGRNNLLSWIHMRRGEYDEARRVQSEAPQPLVDGVPLMGTSAG ILNGRCIAGFSYALEGKFIQVE
RISRDVLFEADQRGSAAAEAACFAAALLGEVLYEFNDLEAARKLLEDRVDVLERVSIPDSVLRVLTVLSAVHWAEGHHLD
AFAYLERLEEYATQYGLPRLVAHSVAEQIHRHLLSGQFDAAEAGLARLDMIAARAAGTVTDAATGTAAEIHAMTESSHIN
WC I AHEDFEGAACRLQAL I PFCEARGWQRHVAHFQMQAAVVDAGRGRAEAAREAVLAALRRGHRLGLVRSLLDADPSALD
L 1AAVVQGEPHDPVLSFYVSRLNAAKAASSSGAEPPAKPASRSAPPTAAETLSEREVRVVGLLAQALPNKKIARTLG ISP
ETVKWHLKN1YGKLSVTSRDEAVARVRDLELGSTPVAGEETD

>gi]78062243]|ref|YP_372151.1] ATP-dependent transcriptional regulator, MalT-like, LuxR
family [Burkholderia sp. 383]
MLVADVTPARRPPSLVATKVLPPRLPAGLVDRPRLVELAETAESKRLTVIQAPAGFGKTSLARLWLDCLRTRGALAGWLS
LDVGDDEPARFFHYFAQALQQACGD IGIAAGLSADASLLPPDAIVSTLINELVDVDDELYLFIDDYHLIGSPAIHAGVAY
FIDHAPSQVHVVICTRTEPPLPLARLRAHNELME IDAAELRFSFDETQSFVRRECPGTLADATVKSLFVSTEGWAAALRI
AASVLKRGGAPGHDGAAR I PSGASRPFAAYLEGMLERLPADLVDFMLRTSVLDRLSAPLCEAVTGVATSRPMLDT IVARQ
LLLQPLDQDGEWFRYHPLMAEYLRQRLATQCPDA I PDLHRRASRWYASQALWTDAVTHALAAGARDEAVALMAHCAMTLYV
MRGDLLTLLGWQRQFPADLMQGQVRVSLAIAWGMALAMRFDDALAMLDAIERTPGAGVDPAD IRHECQAVRSV IAALQDD
PRRAFALAQPCLDRPSTDTWTTNVVSNVVRFGHWKAGNLEALYATPWIPQSGDDRRLVFASVYRLSLLGHAEMQQMHFEL
AERYFSEAMQLGTRHCGPQS ISVAICAPMLGQIRYEQGRLDEARALV IDLMPV IDVAVLLDSLLTAYKLLIRIAIARAEF
PHAYALLDRAQALAHARGWPRLTAAVLVERTRLHIAEGRLTEAAACVMQFDRLAGGDRGAQVDTSLEIDTYRALVTACVA
TARNDLQGAVAALDDGLRCASLRHSDYLALRLKTVLALVQLRGGERAAALDTFAEVLEVAEPAGIYRSIVDQGPEIGELL
QAMRDQARASSQTRDRLAY IERLLDGCRAQYQQDAQPARAAQRDMLSVRERD I VEL IAHGQSNKE IARTLGIAPETVKSH
I KSLFMKLEVDKRARAVAVAQSLGLLGTRRLDS

>gi|15610217 | ref|NP_217596.1] PROBABLE SERINE/THREONINE-PROTEIN KINASE TRANSCRIPTIONAL
REGULATORY PROTEIN PKNK (PROTEIN KINASE K) (STPK K) [Mycobacterium tuberculosis H37Rv]
MTDVDPHATRRDLVPN I PAELLEAGFDNVEE IGRGGFGVVYRCVQPSLDRAVAVKVLSTDLDRDNLERFLREQRAMGRLS
GHPHIVTVLQVGVLAGGRPFIVMPYHAKNSLETL IRRHGPLDWRETLS I GVKLAGALEAAHRVGTLHRDVKPGNILLTDY
GEPQLTDFGIARIAGGFETATGV IAGSPAFTAPEVLEGASPTPASDVYSLGATLFCALTGHAAYERRSGERVIAQFLRIT
SQP IPDLRKQGLPADVAAAIERAMARHPADRPATAADVGEELRDVQRRNGVSVDEMPLPVELGVERRRSPEAHAAHRHTG
GGTPTVPTPPTPATKYRPSVPTGSLVTRSRLTD ILRAGGRRRL I L IHAPSGFGKSTLAAQWREELSRDGAAVAWLT IDND
DNNEVWFLSHLLESIRRVRPTLAESLGHVLEEHGDDAGRYVLTSLIDEIHENDDRIAVVIDDWHRVSDSRTQAALGFLLD
NGCHHLQL IVTSWSRAGLPVGRLRIGDELAE IDSAALRFDTDEAAALLNDAGGLRLPRADVQALTTSTDGWAAALRLAAL
SLRGGGDATQLLRGLSGASDV IHEFLSENVLDTLEPELREFLLVASVTERTCGGLASALAG I TNGRAMLEEAEHRGLFLQ
RTEDDPNWFRFHQMFADFLHRRLERGGSHRVAELHRRASAWFAENGYLHEAVDHALAAGDPARAVDLVEQDETNLPEQSK
MTTLLAIVQKLPTSMVVSRARLQLAIAWAN I LLQRPAPATGALNRFETALGRAELPEATQADLRAEADVLRAVAEVFADR
VERVDDLLAEAMSRPDTLPPRVPGTAGNTAALAAICRFEFAEVYPLLDWAAPYQEMMGPFGTVYAQCLRGMAARNRLD IV
AALQNFRTAFEVGTAVGAHSHAARLAGSLLAELLYETGDLAGAGRLMDESYLLGSEGGAVDYLAARYV IGARVKAAQGDH
EGAADRLSTGGDTAVQLGLPRLAARINNERIRLGIALPAAVAADLLAPRT IPRDNGIATMTAELDEDSAVRLLSAGDSAD
RDQACQRAGALAAAIDGTRRPLAALQAQILHIETLAATGRESDARNELAPVATKCAELGLSRLLVDAGLA

>gi 54022251 ref]YP_116493.1] putative serine/threonine protein kinase [Nocardia
farcinica IFM 10152]
ME1GRGGFGVVYRCLQTALERVVAVKVLPPDMDAESRERFLREEQAMGRLSGHPNIVDILQVDVTASGLPFIVMPYCTHG
SLEQL IHEQGPLGWADTLRVGVKLAGAIESAHRAQ I LHRDVKPGNVLLSSYGEPQLTDFGIARIPGGFRTSSSMITGSPA
FTAPEVLKGEEPTVRSDVYGLGATLFALLTGHAAFERQAGEKVVAQFLRITTQPVPDLREQD I PAPVAEA I ERAMSPDPQ
QRPESAFEFGEMLRAAQRALGQLPDEMALLDTAVLLDDLGEVRATEPHPS IRTQFSTRARPSVTARRSWPLTLRPNVSQH
PPGATSTTPPPTAATKFRPPTPARAPVPRPRLLEVLRAGGRRRLAL IHAPAGFGKSTVAAQWRAELTDQGVPVAWIGLDH
DDDNEVWFLAHLLQATHRVRPAIGAGLDQALEERPADAVAFVISTLIDEVHAGGET IVVVIEDWHR I TDPGAHRAMAALL
DNGCHHLRFVVTSRDQSGLPVNSMRVHDELVE I GSAQLRLTRAETGQILVERNGFELTDKQVEQ IHRVTDGWPAAVQLVS
LALRGNPDPQRL I SALPEGGHG IREYLAENVLDTLEPRMLDFLTAISVTERVNASLAAALSEDSEAELLLAQAEQRELFL
RRIEHDPEWYRMQPLFAEHLRARLERTDAAKLRALHRKASRWYAEHQFLRKSVDHALAATDLKLALDLVEGGGMDL IDGS
RLATLLGTVSKLPVQQVTSRSKLLMAVARANVNLQQSGAARSALGKLTNMLPGGSGEDETNRQRCEAAVLAAADAVTRDQ
TDGVLDQVADCLDNPDDLPAWTVSTAANVVSYVRLCTFDFDGARQ I QEWAQPYHEKSKDPLGTVFGLCAQGAAAYEQLDI
PGANDYFERAWEVAHSRAGPRSHGVRVASAMLGELKYRAGDLATADRLLDESHQLVTRVGTVDFLLATFVTGARVKAVRG
DLATAAARLEEGERIAREYELPRLGAHVRAERLRLGLPVEPATESGPGPGLRRATGVAAL I AEAEETAAVRAMLAARPSH
TDDAPVRRARALYGRTTEQGRPRAELDTALLLAETLAASGWVGEATAMLVPAAQVCARLGWPRPLLDAGPRVVAILRVLR
GELHLSPENADETRLPTHFLDEVLG

>g1 46164562 ref|ZP_00137359.2] C0G2909: ATP-dependent transcriptional regulator
[Pseudomonas aeruginosa UCBPP-PA14]
MTDFSRTFSGTPSAVLPTANRFFRPPLPSAHVARPRLCRRLRDGLDGRLLL I AAPAGFGKSSLAIEFCESLDPRWQSLWL
GLSSRESDPGRFLERLLDGLRQYHPTLGEEALGLLKMRQRHQPFAFETWLDDLLDELAPCLDPQRPLLLVLDDYHLAQGA
VLDRCLQFLLNHLPEGLVLLVTSRQRPDWHLARLRLSRQLLELSEQDLRLTAEESGALMAASGLELDEDALDALLERSEG
WVAGLRLWLLARGDPEEQVSPGVHGADEL IRDYLLEEVIERQPPEVQAFLAQTARFERFCAELCDTVREAGDSAAILDHL
QQHQVFLVPLDENGQWFRYHHLFSDLLLARPLPDFGPSAGSLHLRACGWFSRHGLLDQAVEQALRAGQPDVAASLVQNLS
EEQLLAEQNIATLLRWKMDLPDSLLASTPRLILLYGWALALACQLDAAEELAGQLARFLPAPDESAQRDLLAQWQALSGYV
1 ARGRGD I DKAEAHCREALQDLAGERYGTRLQCLSTLSNLAVTRGDFWQARNYNRDALEFAQRYGNPLFEALVHYDRARV
LQARGEVARAEEEVRQGLERLQHLPAQRRYAVRGRLLLYRGYLRSLALQPDEARKWIKQGIEETRSCRDVSLVIGYCVLA
SLEGRLGNYAAAFARLGDVERLMHAWD IPP1YYLAAITLIKCELWLAQGQTELAGVWLQRLGGTYGGQAATPPECSPLLP
LHVELLQAGLERREGRPEEAARRLDRLARSTRENGALLPARLALGQLAALHLEQGREREALATLQQAMEGAVGGALLPLH
ELLVQQPEWLREQLQRFPACPGAQRMRALLPEPPAEPAGSAGEVLSGRELAVLEL IAQGLSNQE I SERLFISLHTVKSHA
RHINDKLGVERRTQAVARAKHMGLLR



>gi1 68557156 ref|ZP_00596497.1] regulatory protein, LuxR [Ralstonia metallidurans CH34]
MSAATSRKPGDSDTQRRGLVASKLVPPRALPNHLVRSRLVDVMVDAASARL I LVRAAAGFGKTTLMQQYLERCQAGQRAC
VWLRCDAADNDLQRFLLHLHTGLLRLPGLTRHQRDERSDT IAGETIAHEI I EFAASYAHPFAILLDDLEVIQNDAITEYL
QQLVRVLSPQGVLVIGTRATPDLGLGGLRARGQLLD INPAALRFSAEEAASF IRDKCGLPLPDGE IATLWRCTEGWAAAV
YLATLSLRGHPNHAAFVRSFSGTNIELAEYLAED I LMGQSESCRDFLLQTSLLGQLSAPLCDAVTGRHDSREMLSFLERN
NLFITPLDGEHQWYRYHSLFASFLQHRLQVTYPDKARALHVAASRWYLSEDRPVPAIEHLLQAGLDDEALPLIAIHTPAL
FQAGRVRLLARWLDR IDRKRLLADPHRMGLAYAWVLLLNRRYSEAMQTMAALLAADVPADQQAK I AFEVETLRCVLLAMT
DQIEACLAAGLAHLERIPPDAPFRYASVVNSQAFSLVASHRYEDARRVLSRLMPGANDVRTGFQRGIADSLEGV IDLVQG
RLSNALARFRAVAERGWSPSEVSSLRHAFLPAWATALYEANALEDCARVLAEAMPYCKGYAPPDAMIAGF ILSARLALLG
GDRDRWLRMLAELEEIGRGIQLPRAICSAWLERVRVAT IEGRLDAADQALRSAELHADWAASDSYGHAND IDFPDSIGWR
LAIAHGEHEQTASELADAIAVATQRQRHWRALKLRLLLAMALDGAGRQSEAFEPLTEAMRLASHEGLVRTFVDEGDRLAD
LLRRWADAREAE 1VRAG IDLQFVRTVLAQIPTPLAVAGEEVNKARGAAIAEPLTTREQEVLQMLAAGHRNRV IAEKMFVS
ELTIKSHLRKINAKLGAQSRTEAVAIGRSLGLLR

>gi1 76261137 ref|ZP_00768757.1] Transcriptional regulatory protein, C-

terminal :Tetratricopeptide TPR_4 [Chloroflexus aurantiacus J-10-fl]
MTELAEQVPSVAVSAPLLPLKITPPPVRSDEMLRPDLQALLAEVRLLPATVVVAPAGYGKTTLLAQWADQL IQTGAQVAW
LGLEATDQEPALLLAYLIGAIRRVIPSLGDQASRILQSISSLDRNWPLVAGALLSDIQRELQSLTVLILDDVHLVADGPI
TADLLGYLLRAAPPHLHIVMASRRPLTFAPLPRLRAEGTLLEVGANDLLLRRHEVVELLQRAGLTLSDEDIDLLLERTGG
WMLSVQLAVRTLTRHAPSQRRSYLQGLVTNQHDLFEYLASEVLSELPEPLVDRL ICAALLGQVNPALLDEALNVRDSAQL
1EQAIAFGLPITVDSGSTNGERVFRFHPLWQRLLANRALTRFNRVFVRELHERFGEVLARHDQ I EAALRHLAMAENPTALI
ARALREHAWPL IDTLQRESLRNWIERLPPEVRDRDPELLHMYGWSLFNTDRERALQL I GEAAEAYRRSGLPAQELRALRD
MTVLLFWADTPARFNLVCRQV I DAAGRANDTWSRGAAL I GLMALLYSRGRFRAALRVARWVDRRPLSVLWQWLLAVLRAS
1YIQQGYPTEALSAIRAALELPRIDRNDLLRQSLLLLQAMALYQQGKRDDALSLAQESYTRLNDYAPGSVLVGNAALILT
LLLIEHEQFEVAATYLQRVRQIAGHLDDHFLTTRARIVEIYALFRSTRSAAATAQALTLLRQLQAKGENVERSVAGNNTV
LFSQELWMQSLLL IVLGEGGEPQRALELANELVTQMAQRNDGLFRALVHIYRAYLVAQQRPDDPAIATDLATACAICDRT
GVESLPFLPQTVMNWAITAALRIGLSSRAMIAALRQFDTTTLSV ILMPLLEETFPLAVRLRSINLVGELGLVNAYGTLRG
LLKERSPQVRAAASEALERLVYRPPYRLV IRALGNFQVLRGDQE IRDRDWRSVKARHLLQLLL IERGRMLPREQ IMDMLW
PGLDSESASNNLRVTVSRLIKALEPDRPEGAPTYYLLQQGDTYGFNVESDHSYDVARFVQVVEQGRRDLQLKR INEARKA
FQEAVNLYNGPFLPDSLYEDWSVVERERLELLFIEAALGLGHFL

>gi]|74024089] ref|ZP_00694651.1] regulatory protein, LuxR [Rhodoferax ferrireducens DSM
15236]
MHGLTHAVDRLGPGVGQSALALLQGSVLAAPRAVVSLLVNDLEKVQGEVFVVLDDYQWIHDSAIHDAMAFLVSHVPSTVH
LVITSRDAPPLMLSRLRAHGEWLNVDANAMRFDAKETDHFLRTACAQPPTAAQ IAQLYASTGGWAAALRIAALGPGGAGY
LEASASGASRAFTHLIEDLLASIPVDTVRFMAQTAVLEHLNVDLCNAVTAQEDSAELLDQLEQVNQLVEPLDSEGRWLRY
PQLLRDYLLGPLTQRLKIDQLQLHGRAAQWFARQSAWTDAVRHALAAGDGTQAIEWMVHCCMALVKTGDLMTLVGWRRQF
PAELLRSQPSVQLAVAWGLTLAMRYEDAVPLLAE IERANPL I TGHADAQAQCLAVHAVAAGLQDDSARAGELARAWCELG
VQGDAWTFNVVSNVMRYVHWVSRDWAGVYEQPWEPYSFEEDRRNVFSTVYREV ILGYVEMEQGRLGLAERHAREALRQAE
MYAGTQSVSAALAAPLLAMLHYEHDRLEEAAALLHPLVSLTDNTAILESVMQTYLVLSRIAWIQGQCERAFEL IGHAEAI
GYNRGWDRLVGAMLMERLKRL I DENRLDEANATAVRLARLAALKATLPSGVHTDLLVFRDWGHALVALADRRASEARIAL
RRLFDLAKSERNDLRAIQTGTSLVLAHMADDDRDGAFETLREVILTAQRIGVHRS ILDAGGDLQALLPRFLVSSHCNAEL
AISVRRLLAVDANEADKANKTGVAGTLTERERDVLMLVASGQSNKEVARSMN I SAETVKTHLKS I FGKLGVQQREQAVVL
ARAVGLIAE

>gi| 71676731 ref|ZP_00674471.1] TPR repeat:Kinesin light chain [Trichodesmium erythraeum
IMS101]

MTEEQFQEQLKARLDL IDQLLTCSSGEEQA I LHANSQLLDAAFVKTMELVAAKMVEDGEKNAKWLQGLANELAEMMEAKE
KLDVQVMELYNAGKYDEAIPIAEQGVTLARQLWGESHAEVATNLNNLTLLYESQGRHSEAEPLYKQAIEIHKVALPANHP
SLATNLNNLANLYRAQGRYSEAEPLYKQAIEIFKIALPANHPSLATNLNNLAGLYESQGRYSEAEPLYKQAITEIFKIALP
ANHPSLATNLNNLANLYRAQGRYSEAEPLYKQATEIDNIALPANHPSLARDLNNLAELYRAQGRYSEAEPLYKQAIEIHK
VALPANHPSLATNLNNLANLYRAQGRYSEAEPLYKQAIEIFKIALPANHPSLATNLNNLAGLYESQGRYSEAEPLFKKAI
EIDNIALPANHPSLATDLNNLAGLYSSQGRYSEAEPLYKQAIEIDKIALPANHPDLATHLNNLAGLYKSQGRYSEAEPLY
KQAIE IHKVALPANHPQRASGLNNLAGLYRAQGRYSEAEPLLKQAIETYKVALPANHPFLATNLNNLAELYRAQGRYSEA
EPLYKQATEIDNIALPANHPELATNLNNLAELYRAQGRYSEAEPLYKQATEVDKIALPANHPSLATNLNNLAELYRAQGR
YSEAEPLYKQAIEVDKIALPANHPSLATHLNNLAVLYSAQGRYSEAEPLYKQAIEVDKIALPANHPSLATNLNNLAELYH
AQGRYSEAEPLYKQAIEIHKVALPANHPSLATNLNNLAELYRAQGRYSEAEPLYKQAIE IHKVALPANHPQRASCLNNLA
LLYASQGRYSEALKLMLKASKIEDKT IQAIFASSSESDRLAHIKQEVRPNLETFLSLVYQHFPHSPEAKQAALNLVLKRK
SLTATAMAAQNQAVFSGRYPQLQE I FPQWRRKCDQLLTLTYEVPRPEKRETHKQQLAQLQKECNELERKLTQQMPEIEIQ
QQMGD IRAVASELSEGEKLLEFVQFDVYDVQEKSWGKARYLAFVLAGGKPSEVEMIDLGEAEN IDRLISTYRNSV IKWPL
PQQMNMWNNKPNSTETETPTKHY 1 YDSQPGKELREAVFDKLRDKLTGCSHLVLAPDGDLNLVPFQILPEDDGKTTLQDEY
NISYVSVGRELLRRRIKTKPTANPPL IMADPNFDWPQNAPDMAQQKESPAVSGLNVQPMLGTLAG I TFPRVKATADLAKT
1GQQLGVKPFLGNEATADRLLKCQSPKQL IVATHGYYSQRKDKYLTLLKELLSSSQGKEVE ILEKNYGLLDEEFLAFIER
YRNSENRDNK IREKLRATAPLVKQQLKTTPVKPPVNNMDFETFKPNRHQAK I ENPMMGSAVAFTGANTWLSGGQLPPEFP
TMAFAQD IAGLDLWETELVILIACESGLGDVQTGEGVFGLRRAFAVAGNQTL IMSLWSVPTLATMLLMEQFLDDSRSGMS
AGAALRKAQKY IRNITVGELQKSKLGSD I LGELNLGKNLKIESKPLAHPYFWGAWICQSVSELGIRF
>gi1]15026710]gb|AAK81534.1] Regulatory protein related to malT, positive regulator of mal
regulon (ATPase and HTH-type DNA-binding domain) [Clostridium acetobutylicum ATCC 824]
MNNNLRFIKTKFVIPSPRKNY IKRAKL INELNNLFDYKL 1V IKAPAGSGKSTLVSSFIKEKKLSNVKWINLDESNNEIYS
FFSYLISALSPYLEDKTDALIQSISCMTKKEDILEIISFLVNEISSYEKP I ILVFDDYHY IKEPFLNSTLERLIKYSPSN
IHYIFITRESLP1YLGEMRIRNEILEVNENELKFSKKECSDFIKSTLNTPLESYDINKIYTISEGWIGGIQLTSLAFKNS
KDLSIKVLNKYVVDYLTEE I LKGLSNSEKDFLIKTSIMSYFNSELCNEILQIENSDE I INSLLNKNLFIITLDEEDGLFR
YHHLFKEFLNTNFNKLPDSTRKQFHLNAYTSLKNSGD ISEAI IHLIKIKEYQKASSELEKNIEDTSCISLIRLIPLDALI
NSNEL I 1QKIFYHYSNMQIDECKS I I SYLESFKKPELTALANIFKLYVYDFCNSMTLEDLNIVKTFKLTDITKAILYLNI



SPAFMIQGEYEKILYYSKESDKIATKYNIVFLSVFSKCLIASVLEEQGKLSDTLKVYNDLDTL IEKNKFISGFKFLVHLG
VAGVHMKKYDLENTEKFLNLSLSGLKLNYPFISRAILYNLMELYFLKGDLEKGSLTKRDLVDNYLNSHSLLPCQIHSAKL
KYTLPQGNYELEELKEYKSLVEDTINMSHIYLTPEDNVVYSRVLFILGEKEKALALLDKTLKDCRHLSILIHLVEGLIVK
AL ILKEDSKVQKRELFNVLREALHYGIESEYLRAFIVEGEKILKI IKLLQNDVDITLTKKEKNFIDKIYKLVTPIKECIL
SERELEVLEVLCDGNSNKEIGSILNISLSTVKTHMINIYSKLHVSNRLQAVEKAKELNLLQR

>gi] 78049092 ref|YP_365267.1] transcriptional regulator, LuxR family [Xanthomonas
campestris pv. vesicatoria str. 85-10]
MLKPVALLTPRPTPSRDPVNPDWLLAGKLEPALPPPGAVVRGALLAALDQAQARPLTLLLAPPGFGKTTLLAQWHAHLST
REQSAVAWLSLDEEDADAGRFLGHLAYALQNAGADHALCAAVLHNRDHDPRDAAALL IRALRAAPRRISVILDDYDRLGS
SPVDELVLRLIKHSGGRLHLALATRRVPNLPLARLDLHAQLSRIGSTQLALDDTEAQALLGPHVTAPVADELRRYTEGWP
VALQLARLWLEGDTQRRQEVTVRFSGRSAQIAAYLAEQVVNDLDPDTRELLLRTSPLERFNAALADAVRQRQDSGRLLAR
LEHFHGLLVPLDGEREWFRYHPLFADFLQQLLDREHPGLSVQLHQRAARWFGDHQQLAEAVRHAWRGGCGDLAASY IARA
GTWQLLLTHGTHEVRALLRHFDHRT IRDTPALNLTQAHLH IKLGEFAHARLLLERFRDFPAALREPLQRDYTVVVALLRD
RLDE ICGNPHGLTQIAAQAGALDEDDHLGRGMLLCICATTAIAQGAFAVAERYARNARDTMQRGGSEVGASRAMLSLGQS
LFYRGRLSDAEACYQQALSWCARTPQPDRVLEAAAQCLLAQLHYERGHHDDAADLLHPALELLEQHDGGVDVLAAGYGTA
LGLERVRDHSGRSALLLLEHIEQIAHGRKLARLSELAAAWRLMLLLEHPGNAAIDVLIARTGGESGLAHTLRSPHRWHDR
AAMGFALARWHRLAGRSSAALSILGQIEQACLANDNVCHLARARVRIALVLQQRGELVAALPYLYSALDHVALTQSWQAI
VELGLPAKAMLRSLRQHDPQTVGGTTRALT IQALLERLSGDDDPADD I FSERELEVLAQLARGYSNKQIARCLHLSENTV
KFHLKNLYRKLDARSRESALAQALQRGLLRGSGPHADQPLRPG

>gi1 68553906 ref|ZP_00593251.1] regulatory protein, LuxR [Ralstonia metallidurans CH34]
MSLPSRILPKIVPPRLGSGTT IRQRL I GKLHAAGDRKLFLLTAGAGFGKTTLMAQWHHHLEQAGARVLWVTLAAGDGTLP
KFCAVLESALGRAGVSVAPAKMVTTEDSSDEFDLAAALLDALAQAPGESYLMIDDFHHVGDPATVGLVQAMADAMLPGLH
LVIASRTKPALRLGRLLAMEDVVAVDGAELLFNLDETEAFLKARPDVRLGPESAWQ IHD I TDGWPVGVRLASRAMCSQFP
DGKTARKCVCDSDNLDAYLSEEV IDELSPELLDFVLQVSVLRCFHADLAASVTGCADAAGYLAE I LSQHMFLLPVERRDG
QRWYRFHP I FRTYLGKRRASVG I DARPLHYRAAHWF 1QRGRFAEAMRSAVLSDDLGLVTQLVDRALPPPHSLAQLGVFSR
WLESVGCERLAGHPRLLSMGTWACALSGRHDLAEQWLRSVEQSGSTGTDAAAARHVLLLRAL IATHRDDGAAALTALTAL
QALQVLQTDEPGSTPDALQDVELALRMRWLSVQGQHLRARDLYHSPAARSTRTGRGELALVAAATVAGVAMREGDALEAE
RIGAMVLRRART IHGDRSLCAVTCTAVMAQAWYELDRVDEAREALLHCRTALRAASADLRLRAAQVFGR IMSLRESPQDA
LAYFTRAEVHFRA1GAHRGVACMLAEQQRIVLSYGDWRHARSMQTALDE IASTHADTDPQFAEVGAVVAMSRTRLLLAMG
LAREAL IALDAARPF I GAMSNGRLLAVSDFLQTRALEALGRRAEAHACMQSALAACYRLGLHRTL IEEGEGLHGILLRAG
VGGGAALVEYVRGLMGECPVLESAGVTWPP I P 1ESNDEGVGGPKDDMPVPVLTRRELEV IALLEQSMSNKRIALTLNISV
QTVKWNLKNIFVKLQVTSRYEAI IVARKFALCER

>gi1 75428383 ref|ZP_00731653.1] ATP-dependent transcriptional regulator [Actinobacillus
succinogenes 130Z]

MKCKRRE1'YLRFAMKEKLKS IMLIPSKLICSYRLQNSVQRTRLTQLLNKSYLYPVVLVNAPAGYGKTTLLSQWIENIQNV
GWYSLDEGDNKTDRFAVYFSAALYTATNETDPLSEEKRQANLLALFNQLL IKVSRFPQHLYLV IDDYHL IENDE IHEALK
YWIKHQPSNMTLIL1SRSVPPLGIASLRVQEQLLE IDMNQLMFDHSEC I EFFQTRLGSQLKQQDMIALCNEVEGWPTALQ
LISLFAKNKSRTLQVPLQDIAKRLAVSNNYHINEYLADEVLNKVDNNTRLFILRCSVLHSMNEYLVRAVTGEKNSCNKLE
SLEKQGLFLQQMANSKWQS I DDNWWKFHPLFASFLNFHCHHELRDELPELHRRAANAWVKLGYVTEALYHAMQLSDTTLL
LNLLAEHGWSLFHQGELKQLEESLNRLAYSHLSKYTNLVLLKAWLVQSQHRHTEVSGILAEFSQTLTENKIELSKTAQAE
FNVLRAQVAINSGDENTALQLASDALKDLSENAYYAHIVATS I I GEAHHCHANLPQALAMLQKAERMARQHHTYHNILWS
LLQQSEILLAQGFSQAAYEMLDKAHEFVKENHLQKVPMYEFLLRLKGK I LWEWYNLDKAESMATAGMQVLQKNEDKLQCL
TLLTKISLVRGHLDNTARLLHETEQLEGTHTYHHDWIANADQIHIFYWQMTNDVESVRNWL IQNPAPVSDKNHFTQIQWR
NTARARILLGQYEQAKD ILDKL IETAEAFSL ISDLNRAL IVRNRLYHLQGMKESAQQDL IAALKLTRQTNFISAFVIEGD
VMAQQ IRNLLQLNVLDELVLHKAQF ILRNINQFYRHKFAHFDEDFVNRLLNNPKVPELLKISPLTQREWQVLGLIYSGYS
NEQISDELQVAATTIKTHIRNLYQKIGVTNRNEAISYTKELLILMGYN

>gi| 70728347 ref|YP_258096.1] transcriptional regulator, LuxR family [Pseudomonas
fluorescens Pf-5]
MTRCPERPGFMPRLSSHHFSRSRLSAPLLASGARVKLLCAPAGSGKTALLAECLQQAPETCRVSWLPLSGGRHSPQGLCA
ALAQALGLERDDEATVLQHLAHLQAPAWIFI1DDYCRVAAADLDLLLDRLLSLDNPQLTWWLGCRRRPLCNWPRLLLDDQL
FELDGPALAFSQIEIEQLLQRLPQPLCAQTASRILQRSGGWCAGVRIALLEGSELTIQPCKPGRPNTLLEYLEHELFSVL
PAELAQVWQVLAHLPRFNAELCEHLFGVGEGAQYLRTLQDMACF IEPWDGGGDWLQVFPPLARLMRDEAWPGGRSWHRRA
CQWF IAQEDWQSAFEQALRAEEYEVAVSLLEHFSFEFLFQQDNALLLLQLHERHGGELLLVSPHLVGLLVAAMLFAGRFE
QAGQCMAQMARFAPQPSAAQQRQLLARWQAQQGWLLHLSGRMAAARQHF IEALDELADSAWTTRLLCLSGLTQQALLGAE
LDVAQALNREALCLARAQDAQLFEGLLELDHAQLLEQRGAPHRAQSLLEQVCERLSMQALRATPLLGRIALRLGRLALRQ
GHAEQAAGYFRSGLEDCLLSHDKRALYGFLGQAQLAANQGDYAQAFVRLRDAERLMQQRQIPDTVYRGVLLQVSSQLWLQ
QGRPELAQEALSRLLRHFRGPQALQAPPATLEL IPGIEYLLVLAEVHLGRAQAP IATLQGLLARAQRHGMQGLEAEVQLA
LAEVAHLQGNPALAQEALQAGQALVQRCNLPQALHELRLRQPLLLAAGEALQTPSSAGPLENRESLLSLRELQVLQLIAQ
GCSNQQIAEQLFISLHTVKTHGRRIHSKLGVERRTQAVAKAQALGLMS

>gi]68556956] ref]ZP_00596298.1] regulatory protein, LuxR:Bacterial regulatory protein,
LuxR [Ralstonia metallidurans CH34]
MTSPPSMTRHVPSMKLRPPVAPASQV IRQGVGDMLRAASSARLV IVRAPAGFGKTTAMLQYRARLEAASVATAWLTLDNA
DNDPVRFLSGFEAALAAIVGDDAIAD I GRPAPRTTGEAALQSMDCLAGYPEPFAFFLDDFEVLQEPGV IAWVREI 1DHLP
HNGQL I IGSRSTPDVRLGRLRARGQLLE IDATALRFSIEETEQFFRTVRPMPLAADDLQRLYRKTEGWAAALSLASASLE
RSEAHTEF IDRFSGTSRSVADYLAEDVVARQPEPVRQFLLRTSILRYLNPQLCHVLLPDVDCEAILRQLESSSLIAPIES
EDRAWRYHSL I AEFLKAQLQREAPAEVPRLHHAAAGWFQSQDRPVPAIDHAIEGGDYAYAVTLL I AHAPALLGQGRMRLL
TRWFDALPEDVLRDHLPLQAIRIWALTFTRGPLEAMDLLERSGLRDSDDPAVRPHVLALRPTLLSMMDQLERALEVGREC
LTHWPTGVAFADMVLANAMANVFAVSGQHVESRRLLETARRTQGADSSAFNMMYSETVEAIFDLQGGRLREATARLRIAV
GSGSTQHYGYTGGNAWAGVMYAATVYEANDLAQAAHLLRVYVPLARDVLLGDHVTLGHVMLSRIAFARGDVDEAFETLTQ
LEYLGHVRRQARVAAGAKLERAR I LLMQGHTRAAKDELARADDPALWERVGRLHL IANDLDYLELAQLRWEALAGDAQAA
VARLRAAAEFADHDGRHRRAMKLRLLCALAYQRAGEPAAAQA I LAPVLKAACAEGFARLLLDEGGNRIGPLLAQFSRTLE



SSGGAQRDPVLAEFVMRLVQACGPLEESPEP IAGDRPQLLDPLTPKE IRVLQLLAEGYSNSAIAEKLFVSDSTVRTHLRN
INNKICAHSRTQAVAIARRLGVIA

>gi]76260381|ref|ZP_00768018.1] TPR repeat:Bacterial transcriptional activator
domain:Tetratricopeptide TPR_4:Tetratricopeptide TPR_4 [Chloroflexus aurantiacus
MVVSAED I LAVWQWRAGGHAAHAGWRKTEWFGSTSPELHR IRRCWPCAWIVDRMP IGLPFHPG I 1QGTVCPLEDCYTGMN
EETVLLQAKVAPPRPHRYRLVRPAVTARLREAFDYRVTLVQAGAGYGKTTALAELAMSSATVCWYTIGENDRDPVSFLTY
LAAACAPVLPQGAPEALATLRSHPADRAVWTQTVDGLLNALAGSPRRPVLLILDDYHFVAASAEIRALTERLITYAPPWL
SLLIATRYPIVSGELVRWRARGEVLELHRDALAFTHDE I AALFRDVFGMALSDADVDLLDHHTEGWP IALQLVWQGLRSG
QARSVSELLASGPASLAALFDFLASDVLDRQPPE IASFLRATAPLRVLTAAACDAVRQADDSDQLLAQVRDRDLFVVELD
ASHYRYHHLFHDFLRQQTRSDPDLAERHRRAARHYAAAGQAEEAT YHWFAAGEVAIAADATVAAGEDALRNGRLDTLTDW
IDALPAEL IASRPRLQSYLGDLYRLRARFDEARNWYAQAET I SRQHGDRAELARALYGQALVY IDQVQPVQAESVLQEAL
RVSEGLEDQVARARVLELLAENKLNMGQPDEAEALQQQARQLRAASPAADLLSARVKLRTGQLAAARTLLQAWRDRERVA
TARGATPAPRGHREAVLVLAL | AAFEGDVDQALSLAEEGVQVGTERHSRF I TSVAYARLGHAWLLKSALTGVSARDRALE
YYRQALAEGQAIGVDRLRVEPLWGLTRLYGLAGDLAAAENAAVDGQAFCRWAGDLWLGAM IQLQRGVSHLLGGQFDRAQE
I LLAARADLRACSDRFGQAVATLWLALGYYEQRHDAAATAAIDEALDLSATAGYDYLFTRPTFLGLPDPRRVIPLLLATR
ARGHHRDY I ERLLSAMGLRGLEAHPGYQLRVQTLGMFRVWRGDHE | EAREWQRDKARQLFQAL I VHRNRWLQRDELAELL
WPQLNPEAAVRDFKVALSALYRALEPNRTEATSAFIAREGSAYRLRPTAD IWLDCAEFSAGCTTGLRLLDQGQIGAGMQR
LQAALQLYQGDFLPDT I YEGWADAERERLRSMFLRSADRLAQCLAEQGQNEEL IALAERILTYDNCWERAYRLLMLAYAR
QGNRAAALRVFQRCSDNLARELNVDPAPET IALAERLRHGEMPLPHEAVG
>gi1]46143282]ref|ZP_00135542.2] C0G2909: ATP-dependent transcriptional regulator
[Actinobacillus pleuropneumoniae serovar 1 str. 4074]
MQATFSRLIPTKLISSKVNRTVKETETVERTLLLNELNQAEFYPMTLV IAPAGYGKTTLVCQWKEKQLAKNQRIGWYSLD
ESDNKTEQFSAYFTAALSQATDLSFSGIVYQNNLVDYFSQLL IQLSQVRSHFYLV IDDYHHIENSE IHDALRFWLKHQPQ
TMSLIVLSRLTPPLSITNLRIHEQLLE IDVHQLAFTPTETRQFLALKFNESLTDDEVFSLCDRVEGWATALQLVSFAVKQ
NPELLRSPEKLFAKLNQQHIADYLNEEVFHYVEPE IKLFMQRCAILRSMNEKL I LALTKDENGVKKLDELEKMGLFIQRI1
LHDDGE IWWKFHP I LASYLAQSCRLELPCEWQELHK I AAMMWLKLGYGSEALYHAQMLEDSQTLYT I LQEHGWSLFHQGQ
LKLLEDCLALLSAQQLWQDSNLVLLKAWLAQSQHRHQEVSG I LQKFQPNQTLVADLQARFDALKAQVAINEGNDEQAYNL
AKQALVHLSSDFGYAQIVANS I IGEAQHCRGYLKEGLVQMQKVEKMALEQRAYHQWLWSKLQQAE I LSAQGFWQSAYDLL
KDTTLQAQHLHQIPMHEFLLRLKGQ I LWEWHHLDQAEAMANAG I EVLEKEGEQAHCLALLAKVSLTKGDLNNAGRLIEQC
RNL I TAQAVHWDWRSTFDEVQMLYWQ I SDDKSHLESWLTQVSFPEQDNNHFLQRQWRNIARCYLLQDNFEQALNILNRLL
QTSATFNLISDTQRAL ILRNRVFYRQGRMDLAQKDL IRALNLTQQTNF I SAFVIEGDLMAQQIRQLLQINVLDELSTHKA
QFILRSINQHNRHKFAHFDEEFVANLLKNPQVPELLKISLLTAREWQVLGLIYSGYSNEQISQELVVAITTIKTHIRNLY
QKIGVANRSEAIEYTRSLLRMMGYS

>gi1|47572961 | ref|ZP_00243002.1] C0G2909: ATP-dependent transcriptional regulator
[Rubrivivax gelatinosus PM1]

MEVSTHKLFAPP 1 YPGAVRRRV I LDRVLQDNSLRVTVLQGPAGHGKSTTLQQIKTAHEARGWRTAWLTLDDADNDPRRFE
SHMRALVGLMRGGAAHPEADAAWVGDAPPDLANWMLDSLSGMETHAS I FLDEFQALRNDA I LRFFRFLLSRLPAHAHVFI
GSRSLPEIGLATLLVNRMATVLRADDLRFTPGEVTQFFAESKDLRVSAEEVGAIYRRTEGWPAGLQLFRLGLGSPEVRTS
LVDPEDHGPRELAEYLTDNVVTLQSPRIQEFLFKTSLLRRLSAPLCAAVTGFDDAQD I LEQLERSGLFVRALDSDNRWFK
YHGLFSSFLADSLHRSSELEVVSVHERAARWYLAQHLPEEAI YHALSCRNFSLAAAILSEWSSRLISNAELITLERWYDR
LPFDHVANRPVLAIKAAYSLMFLRRRAKLRPLVDLMNQHAGCGD I LQTTSPDLCRAMARLLFEDDLHAALD I I1DRPEVLQ
QEVSGFPAFELGAACNVLSFGRIAAGDFEGARKSLMLARAHSERGAGSFVMGYTTAVSGARL I VQGKLNEATERYRADML
AQHAPLDKSFAPAVMAAAQ IWALYEANDLAALEPLCAQFQRGISECVTLDFIALAYVSISRMHDARGRSAEAQEVLEELE
RMGHDSHLDRLVSLADWERVRRAVLAGELDRATALAKR IAPVCPPLNPQWIYMADDMEGEAFGR IRLATAHHDHALASQL
IARERARQTGRVYRD IRLYVFEALMLHDKGSPNGAHRSLRKALQLARPGRYVRCFLDEGRAIVSMLREEYQHFLQSAADG
QAPADPDRDF IELLLAASGTDLGQPRGRHHLTDPLSEREKEMLQFLANGVANKE I ASRLFVSENTVKFHLKNIYSKLGVS
GRVQAINAARTLRLVS

J-10-F1]

>gi]68175316] ref|ZP_00548566.1] regulatory protein, LuxR:Helix-turn-helix, Fis-type

[Frankia sp. Ccl3]

MDTKARPTLAVSTKFQAPTYDTQLVGRDRLLDVLRDGRARRLAL IHAPAGFGKTTLAVQWQRVLRAEGVPVAWLSLDRDD
NDAVWFLSHL IEAVRRVEPTLGGDLVEVLEGHSDDAQRYVLTELVNQLAEHRRPLA1VLDDWHL IDAPQAVAALEFLLEA
GPANLHLIVTSRTRSPAVGRLKVRNQVTE IDATQLRFDHRESAAFLLELNELDLDSTDVHRLWSSTDGWVAALQLATLSL
RDSADPSAL IRGFSGRHHSLGDYLAENVFDALPADLLDFLLTTSVCDRLCGDLAAAVSGQRRGQALLEELERRDLFLRPL
DDNREWFRYHHLFVGYLRRRLERDHADRVVTLHRTASAWFADHGLLGEAVTHALAAGNDAGAVDLVERQAMHLVEHSRMA
VLLSLVNKLPSALLPGRSRLQIATAWANCLLQRAQPAQVALDHVRAALTPDDTSDTGKD ILGEADVVQACIDVYGDRIYR
AADLIAPY IAKNSGYRPWLVAVSSNIRTFVDIHTFAYDTAQARQRWANAFHDTTRGPFAGVYGRCFAGLAAFAQLDLVTA
ERLYREAVALAREAAGPRSHAARLAGALLGRLYYERGD IDAAERLLEECHELGAESGVADLMIATYSTLARIKTLRGEIE
DVWHLLDEGSEAASQLVLPRLSAAVDHERLRLHLARGDLGRAQNVLARQSDDVARGGDG I AMATRHYQLAMRARVMAAQA
DYDGALRLLSQMHQESSSVAWRYAETATRIDLAVVHSLTGDTDTALRTLVPAVVAGARCGLVRTVTDAGPELLKIIGELR
DASRCRRWPVELPTVPSDYLSKLLATAHADAERAAIP I IDRPAERNPAPEEPLNAREIDILRLLDRGLSNKEIARNLGLT
INTVKWYLKS1YTKLGVARRGESVSEARRRRILA



